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I IEZLED D HBERIE R S

ELEMRRA R RER AT ETE RN ENEAMEEEIMNEEERITEEN, XARERENERES FEE. BY
MEEFAEMZ IS HERIA TIHFMERRIRARTS, ERE NirEWINeEENArIFRER, HIMMMERARSREIIRER. 1
AR IRREERT ARSI RSN Z.

BRs52:8Y
° SEE=EEHNMAFIXRS (TurboCHO™-HT) o B EATATEERIAIRS (TurboCHO™-Stable Cell Pool&Cell Line)
o TREETUATRILIRS (TurboCHO™-Express) o WUFHMTARIZIRSS (TurboCHO™ Bi-specific Antibody Expression)

o RREAASHERIAIRSS (TurboCHO™-HP)

TurboCHO™ High Throughput

Gene to Hits NeBEmERE RSN LANEE, RETTBRARN
10ug-10mg

TurboCHO™ Express
EABEESR, REIAMERERN

**************** TurboCHO™ High Performance

TurboCHO™ Stable Cell Pool & Cell Line

Patient Response h ' 4 ECACCIEANHICHO-K1HIER, RERIISEMRIt/ERSRLE. SHREN
Manufacture Scale Eéﬂ}ﬁ,’m&
TurboCHO™ Bi-specific Antibody Expression 100+ Bi ific Antibody F. ts Produced
RABSEFR, RESENN. SUENTUSSIERIA FePEcHie AITDOCY FOIMETS FOCHEe
IR HAZ AT (ADD) ESREED SESHFISIE ESHA L IEFRBITRTS
N FH YIS/ PITER
FSMZHER (IVD) 1S MTATFIE ENAEFE N ERISES R R =l
ERMFRILE HREER ERER BEFR B=EFR
\ e EAr TurboCHO™-HT TurboCHO™-Express TurboCHO ™-ExpressZIXRSS TurboCHO™-Stable Cell
JERTurboCHO™ZRIARRSS FAIRS FAIRS TurboCHO™-HPZIA RS Pool&Cell LineZ5ikB5S
» CE-SDS/SDS-PAGE ‘ H,:Zi?fmzﬁm s DFEE o N-/O-KEEDHT
EFEERRS s et CPTMEBISE  ERESH
 FUASERN i s o ZHEDH o FCEAARFERDN

* N/CilZ

RiBEEEANFRIARSS (TurboCHO™-HT)

SiEE& (High Throughput) ERFUARIARS HAREMHEEATIMER TEESIHNILANILE . SrEEESBREERGRTFETEE
A9TurboCHO™ERETZRIASAR, BIRAIFET P BAE NS NE R FFIRIE AR IR 321 |

TurboCHO™-HTS B2 RS F AT LURHS AL (MIgGs. Fab. scFv. VHH. SUSSMRAFE ) , [NENEERIET A
Z; Ko, FENBEMWIRETLRARER IR EES .

HE%ﬂE

§h‘
Z71TBERHE
AR35iR

SBEEF RIEES
30000+7A/BRIAE ZIFIKE>200mg/L

l
&

B

RS HES/MK |GRyATEVAFE: MiREIR afiffQC FURZZAT
l TurboCHO™-HT: RZE7MHEAHR |

>t
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+ 0.1-5%5% o IRIERFIRHEMIIE
RETMBEARE

1mL, 4 mL, 10 mL, 30 mL

IgGERRTIXE

~400 mg/L

BEHEEH - BAEHUAK (standard IgGELFcREHUA T ERANFabs, scFvs, VHHsES)

A280 « SDS-PAGE/CE-SDS « SEC-HPLC - WEz=ial (fig) - HF=dial (i) - EtQCERsMgZ:
#E290% -+ WEZHE<1.0EU/mg
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ELISA, Cell based assay, FACS screening, Octet® BLI assay , Biacore™ SPR assay, etc.

E=ho=
¢ ZEf1: TurboCHO™EERESHAENSRILENRTIERAK
hlgG mAb Production

hlgG mAb TurboCHO™ 2.0(n=1970) higG mAb TurboCHO™ 2.0(n=1970)
1600
1400 1340
1200
& 1000
% é 800
= 600 422
400
200 . 98 110
0 | |
>95 90~95 85~90 <85
*Yield(mg/L) Purity(%)

TurboCHO™ E&35iAhIgG mAbRY, 81.4%MIIHIEIAE >200mg/L, 7.1%MIHEEIASE >800mg/L, 68%HIFELE >95%.

mlgG mAb Production

hlgG mAb TurboCHO™ 2.0(n=519) higG mAb TurboCHO™ 2.0(n=519)
450
£ 84 400 384
350
300
2 < 250
£ §
200 102
100
50 . 20 13
0 —
>95 90~95 85~90 <85
*Yield(mg/L) Purity(%)

TurboCHO™E&3EIAmIgG mAbRT, 75.5%IIEEIAE > 200mg/L, 7.7%MIRERIAS > 800mg/L, 74%MITRELEE >95%.
¢ Zff2: TurboCHO™ High ThroughputE&EREHGTEFESSRASE ( >200mg/L)

800
600+

400

Yield(mg/L)

200+

higG1/4 migG2a/2b Rabbit BsAb

05
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RRERINAFRIEIRSS (TurboCHO™-Express)
5TurboCHO™-HTZEBEXRIAARRE, TurboCHO™-ExpressfRSBZENPFEHAMESEHRARIAMZIT, KTEMNSZERE1RAE, N
HEAREHUARSRIRGEINE 141N B4 |
Itk4h, SHERIGHEE TFucoFree R & BEIMIAERIRIRS , TRTESLTS EEEMEITNTE: BYERRIENHVER T SREErE
ih, MR TS (ADCC ) FHES 787 R . TurboCHO ™-ExpressfIFucoFree/Ri R A AR A RIZHS AT
REFTRSS, PRSI SRHImT6E

ARS5HE

- RIEZZT
=L AN Fuco Freelfi{kzix
ZF AN AERA i{ﬁg&ﬁ% FEEETUrboCHO ™R A3

ARS5 7R

i3 BEREEMK RHtaE fikgRix @ikac fik3zefs

| TurboCHO™-Express: HE14NEHKH ‘

RSZAE

EASRE + 5E5-158 . IIRIBFE IR HE ARG
I RAHA . REUNERA
RikFiR  100mLi2

IgGRIRILE * ~600 mg/L
FRikHER « BAEH o BAEHUER (standard IgGELFeRlE AR EBTIFabs, scFvs, VHHsEE )
FRRE « A280 « SDS-PAGE/CE-SDS « SEC-HPLC - ISR

B3 IR o A HiA> 95% , BE290% « JE% <1.0 EU/mg

ZIMNRSS ELISA, Cell based assay, FACS screening, Octet® BLI assay , Biacore™ SPR assay, etc.

e —_

* Zf5I1: TurboCHO™ESRIFAREHIRENSELES

M
=
3
4y

Expression Concentration Purity SDS- Purity SEC- Endotoxin Lev

sesieal e Volume (ml) (mg/ml) PAGE (%) HPLC (%) el (EU/mg)

Total (mg)

Full length IgG1
HO-E 1 . <0.1 480.18
(Batch 1) CHO-Express 000 9.06 90 98 0
Full length IgG1 CHO-Express 1000 11.93 90 98 <0.1 489.13
(Batch 2)
Full length IgG1
HO-E 1 14.1 <0.1 516.47
(Batch 3) CHO-Express 000 5 90 98 0
M1 R NR
SDS-PAGE kDa SDS-HPLC ,, Weomemsmsomn woa o s :
L [ o 4
250 - P € ‘é
150 - o :
100~ 2
75— s : '
B H H Purity>98%
50- - ] g
a0 B
37— " ¥ i
»
»
25 - Faal
20~ ") g8 (|8
15- s k 3 ii L_L
10 - & w " E. ] E Y

=MERAYF U Length IgG1IIARI4EE>98%, FiAE> 480mg/L, IREMS
06



* Ef5)2: TurboCHO™-ExpressFiAm 4RI
Yield: 374mg/L, Purity (SDS-PAGE) >95%, Purity (SEC) >99%

VHDIAWareengh-2801m VWA el =280 o

SDS-PAGE B £
T R
M: Protein Marker i
116 - t
97 - R: Reducing . 3 I
Condition i i
NR: Non-reducing AV ‘ ¥ i ‘ 
EE 29-- Condition. o HY A )
20 T 0 3 )
20- -

Yield: 65mg/L, Purity (SDS-PAGE) >95%, Purity (SEC) >93%

" R NR VIWD1A Wavelengh=280 rn VIWD1A Wavelength=260 nm_
= SDS-PAGE .
: M: Protein Marker
R: Reducing ; H
Condition
NR: Non-reducing H
’ Condition. .

Yield: 98mg/L, Purity (SDS-Page)>90%, Purity (SEC)>99%

L L3 NR VWOIA WaveiengineZ80 nem VWD'A Wavelengthedsd nm

e, 1 T
0= SDS-PAGE : H £
150~ £ ¥
1::' = M: Pratein Marker g t
i i R: Reducing " g :
37— it i Condition

| NR: Non-reducing J

e b B Condition. :

10—

HA

=]
‘H
=54
=]
+*
A
E
N

S¥EEssEGEEIREEE Y

i 1]

el

RRBHENBFSHERIXIRSS (TurboCHO™-HP)
BED FEV MR TN ESEMBES, ST TurboCHO ™ -HP R AR S MEAIRS, TTIALIEamEs
SERIEATIR, BMBRFASTL> 49/,

IEARSS AT LASRIA B FhUIAZEEY (4IgGs, Fab, scFv, VHH, SUSRMNIAE ) |, RASNS00ZRETFRAE, RS IFEIE NFII
BEMERAR . MEARALIA T AR S SMNA

BRSBZEES
RIXED TkRER= % #bRigksE
FgRIAE > 49/l BZE200 LEiA ER—FRIE R R REIA
RS3imEE
% - O-0—-8 -8 -
(Oa(?)
=127 HEEK RRIIEE RaLizy YAt HNEHEFRRX h1k&QC RSFTAER
’ TurboCHO™-HP RZE6F] ‘
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- 500 F5 - TRETRIRE S

+ 1L{ (200L)
FKHER - EARA  « FJEHUS (standard IgGEFeRIG LA A BRUIFabs, scFvs, VHHsE )
FERE * A280 » SDS-PAGE/CE-SDS * SEC-HPLC - WEHRE

. GG U= 95% , EEI200% . W& <1.0 EU/mg

* ELISA, Cell based assay, FACS screening, Octet® BLI assay , Biacore™ SPR assay, etc.

EHp=
TurboCHO™ HPTEmAbHEFHRIXE

TurboCHO™ High Performance

ol Humanigc |

4000

o
>
E
— 3000
L
<
kel
@ 2000
2
S
X
]
1000 I
0
1 2 3 4 5 6

Antibody No.

REANMFIRERIEES (TurboCHO™- Stable Cell Pool&Cell Line )

GBI AR TERABIINFEERESEMEEREAT, HitTHREASSHCHO-KIIREMIER . SHEINFARSHEL, REFRXR
SEAFAES. HRENERMNIRT AZE T EFRFASAINE .

EHIRFRAITurboCHO™-Stable Cell Pool&Cell Line fRSS, HAEEFT AT ERERIGenSmant™MEEFLURAIINBHEFTZ, TR
EREFRASNSRENBBANEIIREA LR, NEYRIMREE T BRIBIRAFRILE,

BRS3LE
REER ) CHO-K1 B ZR 4N EREE
At 1.6-2.0 gL, % ECACCIZH s
HIEER: 2.7-3.0 g/L WERE ERMCERE
IRS3iHE
ceo
e 22— A— gy —
(=)= 2 HEAR [RhIiaER FRFiIReSE iR MREETRE AHESRRA 4Mfk&QC RSIER

’ (ak) ‘
TurboCHO™.-Stable 12/&3 (s

08




RSZASE
RSBAE ()] =S
BAYER I: BRAADEE & MRt
BB FRM&BHRAE 23
TRTEMmAIEE (BB ) 8 @ mgﬁ%‘g@%ﬁﬁ?gf = 28,
RO (BIETIE, RrRENNEAIMmIRAE ) 4-6 &
WRHEFIIRENE, Mt/ AIEtkER 23 TR S & RAKFACUIRE
B ERII: BIAZIAFILEM

ILERFRIAR & —5 48 2-33 IR & COAIRE

(3% ) N LERiA & —2ffy EURTFRIAMAIR LA & COAIRE

TR 1. REQFAIRARNATE (TEECHMAE) , FREBRA12ME, BRI SEREFRS .
2. ARSPARNBRATMEN~ENEOTAIRTRIARE, URFTERTAVME, TESSHARIUNIN.

Y =
TurboCHO™ Stable Cell Pool & Cell LineZRix7kF
Titer Results of higG Titer Results of migG
—~ 6000 —~ 4000
3 3 3500
2 5000 2
3 £ 3000
% 4000 % 2500
-

_g' 3000 < 2000
2 -2 1500
o 2000 7]
o g 1000
g 1000 £ 500
w [

0 0

1 2 3 4 5 1 2 3
Antibody No. Antibody No.
= Cell line = Cell pool = Cellline = Cell pool

Statistical Results Based on Titer Data Statistical Results Based on Titer Data
Cell line average: ~3 g/L N, CellLine vs. Cell Pool: Cell line average: ~2.7 g/L N, CellLine vs. Cell Pool:
Cell pool average: ~2 gl @ 1.5 Folds Cell pool average: ~ 1.6 g/L « 1.7 Folds

TurboCHO™BURERILAFES

WEFRIEARTLURB AR A RRIURSURER, BT BAAM SIEAmAE . Hindl (HE ) (S8, BiEAEREaYSEs
L, RESTER, maTEMEE. BEREMER. BESSRNEIFEREAT.

EETRTUrboCHO ™MFUARIAF S B TIRAINIAEF Y, HP8E T 1000 EAINIED, FEXFEA. SUPRRTFSEN, 68
PIERMEIR, BFAIRAMIRSS . (LI REo SRR )

Bispecific Antibody Fragments

1 Diabody 2 scDb (sc-Diabody) 3 TandAb 4 VHH-Protein 5 Fab-VHH 6 Fab-VHHNn 7 BiTE
RENERAEN =o f ‘
[T B EE [l
8 Fab-Protein 9 BIiTE-Protein 10 Multiple VHH 11 scFv-Fab 12 Fab-scFv 13 scFv2-Fab 14 Fab-scFv2
; L AR
‘p ‘g |V v gV V] E 2 grp
‘> [ e T HE BR
15 scFv-VHH-scFv 16 Fab-Fab 17 scFv-Fab-Fab
EH
b ‘
éﬂ |
f T
- | 09
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Asymmetric Bispecific Antibody

1 Heterodimeric IgG
with Fab charge-pairs

£ 8F

0,0
of [Fo of |8

[

£HP-ZHD
£HD-ZHD

2 Heterodimeric 1gG
(KiH assembly)

o o
IR

o
a

I:m
u

£HP-THD
£HD-ZHD

3 Duobody (FAE)

5 B
25 2
= B

o

H

£HD-ZHD.
EHD-zHD.

4 Heterodimeric IgG
(Common LC)

o

a
e

HD

8

§HD-ZHD]
£HD-ZHD!

5 CrossMab cH-ct

o

HD

£HD-ZHD
£HD-ZHD

6 CrossMab Y-

7 Fab-IgG (CrossMab ")

- | >
o o
HER
]

:

£HD—ZHO|
£HD-ZHD!

[e]

8Fab-IgG (
!

rossMab CHi-ct)

-
-

RE)

g

Hp—2HD)
£HD-zHD!

9 Heterodimeric scFv-Fc

£HD-2HD
£HD-ZHD

10 BITE-Fc (KiH)

T

£HD-zZHD
£HD-ZHD

11 scFV/BITE-Fc

£H2-2ZHD
£HD-ZHD

12 Fab/BiTE-Fc

5
2E

£HD-2HD
£HD-ZHD

EHD-ZHO]
£HD—ZHO!

14 scFv-Fab/scFv-Fc

=2

£HP-ZHD
£HO-ZHD

15 Fab-Fc-scFv/scFv-Fc

a
]

£HD—ZHD!

16 Fab-Fc/scFv-Fc-scFv

17 Heterodimeric scFab-Fc

a

ﬂ:ma
HD
A5

£HD-ZHO|
EHD—ZHD!

18 Fab/scFab-Fc

o

Q a

[ [
1HD

£HD-ZHO|
£HD-ZHD!

19 DART-Fc (KiH)

=

£HD-ZHD
£HD—ZHO:

20 Fab/protein-Fc

21 Heterodimeric 1gG-protein

o
e

o

H
—zH:v[ e

EHD-ZHD!

&

23 Heterodimeric VHH-Fc

24 Heterodimeric

25 Heterodimeric

26 Fab/Diabody-Fc

27 scFab/BiTE-Fc

28 Fab-Fc/scFv-VHH-Fc

complex VHH-IgG (HC) 19G-VHH (HC)
A8 45 nE T s b ae n
11 fE ER 1 o 2
54 1 TET T - = >
o 55 THI 22 ag g 1]
I 0.0 - - i 5 N B R
22 q Py 5B 5 b i i
& 2Q =B 28 2g 22
EE i { | i i
.1; 5 0
i E
29 Fab/VHH-Fc 30 Fab-Fc-scFv/VHH-Fc 31 Fab/VHH2-Fc
a8 T a8
3 S o2
1 5% 1
22
9@ safes 9@
s 3] s
o, [0 e 0. 0
Symmetric Bispecific Antibody
1 1gG-scFv (HC) 2 1gG-scFv (LC) 3 scFv-IgG (HC) 4 scFv-IgG (LC) 5 Fab-scFv-Fc 6 1gG-scFv (HC+LC) 7 19G-BiTE (HC)

5 @
2E =R

RE]

15 -1
{CES -]

o
|

"'

o
o)

H>

TN

EHD-ZHD
EHD-ZHD

£HD-ZHD
£HD-ZHD

[

s

£HD-ZHD
£HD—ZHD

£HD-ZHD.
£HD-ZHD.

2z =P

u
u

(

£HD-ZHD.
£HD-ZHD.

o2 EE B R N
7 o2 ¢ H a a E i = 1]
EE S s B
1 P T T TR HH £ /&
T mE :E —C — i o 9 g
ig D L -
T T BE
8 scFv-IgG (HC+LC) 9 scFv-Fc-scFv 10 BiTE-Fc 11 Diabody-Fc 12 scDb-Fc 13 DVD-Ig 14 VHH-Fc-VHH

min:—zua[z
£H>-2HD
m

15 Multiple VHH-Fc

16 VHH-IgG (HC)

1> R

17 VHH-IgG (LC)

18 VHH-IgG (HC+LC)

i

191gG-VHH (HC)

5 B
ez

LH;
RF)

20 IgG-VHH (LC)

5 o
i

211gG-VHH (HC+LC)

10

1 9
RE B 85 B T
30 = =2 FAF P 22
L 2 e 22 2 2@ T
2 e v v T o 22
- - o0 o0 (2] =]
T T T i B
& & &% & &
22 Protein-IlgG 23 BiTE-scFc
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Bbik: BsAD1RIREIEERERESE/REALLART, RMEFRAIRAKTE, SEENLERE
FRRBE: MU IREPRIBRIEL A
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5 = ——— Chain 3
G5 2:2: 509 RLAIRM T RENMER~ S
100 E E
0 9]
95 25 P E =P
2 o o
90 1.5 Chain1 T T Chain2
1 T
85 bl [
0.5 i B
80 0
1:222 1:1:2 21:2 2:2:5 1:222 1:1:2 2:1:2 2:2:5 Knob Hole
Purity by SEC-HPLC(%) Amount(mg) BsAb1
o Rf2: SRR
Bri: —SHEESHBIRENSR
BRAR: EERESNFAEHT -2
#58: 33FFab-ScFv BsAb, Pro-GaB{UiBLLCHIAL R L ESIMENFRASE
A Purification strategy of BsAbs (1ststep) | B SDS-PAGE SEC-HPLC
CaptureSelect CH1 Kini | e “:" oo
Protein G Protein L 100 1
‘ : P s Aggregates—
| iE= S | .
T MabSelect PrismA 3 s A
MabSelect VH3 ' b
3 Figure 3B: Here is a common Fab-scFv construct. After one step CH1-purification,
'Q 9 9 e) KappaSelect | monomers and aggregates can be observed in both SDS-PAGE and HPLC.
— — LambdaSelect L e
N ya (o SDS-PAGE SEC-HPLC
0 O : E E M R NR
I T MabSelect SuRe ! = oa | EE
’\I) ’\I’ MabSelect SuRe LX | o (@ ) : IR LT
MabSelect PrismA ‘ - " - : i B
2: 9 Protein G ! % 31 s : L]
(N u : 37 § i :
1 Fab-scFv - — ——
Figure 3A: Schematic representation of a common BsAb ‘ Figure 3C: After one step Pro-G purification with modified elution conditions, high
and the affinity resins that target different parts of the BsAb. | purity can be achieved in both SDS-PAGE and HPLC.

o 2013 WEHEIEAAEWL 2500

Hhhk: 2000

{EATurboCHO™ 1.0/2.0FE&4EF=HI3N

BRUETAFSENRE 1500

RRBFE:

TurboCHO™ 2.0FEFHRIRMAMA T & 1000

BRANZFRIR AR

171-H 500

TurboCHO™ 2.0 & FHRIRAINUS F %

FARIASEBEIEIN, SF2.49/L 0 o - I
G N ’

] TurboCHO 2.0 @ Day 7 [l TurboCHO 2.0 (Updated Version) @ Day 7

Titer (mg/L)

"
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| REERRERS

FRERARARAMEEMRERSE, LEREFLENEARERS . FREARKERFZUNBTERARFINE, BEAEEESS
BT BANME. RAESHRAF D BANENEREFMNR.

fRS3EE

e BacPower™ FiZERARILIRSS
o CRISPR/CasERRIEFRIARS
o HERERS

HE’S l}lb*i

A RS ‘ 2 E

R 54k At £RLAR
DNA
FREERARS

BacPower™ F#ZERXRIXIRS

SHRIASRIERMFRIIE/EFIW/SBBEZEARARS, LIBEEREMRIMBSER: NEBFMRAL. EERGH, /RN
AR, LANRERMNRIES

%HﬁiﬁaBacPowerT"‘ETZEE%LHE%EHJE,ESZIJJ Z{J>50,0004REHER . TEHMNF—EHFRANER, WREA. SEONEFEE
SEEFENRAMGNER.

BE%ﬂﬁ%%"
E2R R ER AEFIE15 glL TEFIRIRIEELERSS B RHEREEF~TZ
I{’E;}Ib*i*u.run ot
FRHHIE RIKEE Mg ERL REERT
* AEREZ IS FIRIL RS * BUESERIRAEREITEWN o BEAENEEEMARER « 2HSERESHERS * EFMLSIRZEQCILN
o PEAEAYDNAJGRTR o SRR o RIFEIRIAMGIR ° ZHREAMITTIE o SHUTIRE

12



FESES -
BacPower™ (HF R EZELNEAIRS B

SEREANAE EORRE 1sHERE<3mg 3<EREB<5mg 5<ERE<10mg %
85%4H[E THEERNT, 2-3/8 TEGEIR, 2-3F THEERN, 2-3/8 e

90%LEE LSRN, 3-5/F LSRN, 3-5/8 THEERMN, 3-5/8 12

{ = |

AR 1 ARESERMY, ITRFRRIRES SR EAA R,
2. ZIAQCHET: A280 & SDS-PAGE
3INEARENAERRERERAFTERE, NWRKEEREGHKZHERZELLERN .

BacPower™ EfI{LFIZERRIXIRSS

ERiRpt RESE 2t =T
. EEAH & ERHE
Br95] ( DNASYZER ) . BEERSE & R . EEEN o
DNAIERR o T FEER (T) & o EKEEIRE RIEIMBEEREEME, RE2E
SR EEEH () . COMRE
o QC & {7
BacPower™ SiESRIZEBQFRIXIRS
SR RS 2t [T
. ERAH & ERAIE . BRETRE
4 mL 2.5-3F
" . BEEL & K & A . SRS &
. ERAH & FRAIE . GRS ~
S0 mt o BEEA 8 AL « COAlfS 238
. ERAH 8 FRAIE . GRS ~
200mL o BEEL . COniREs 238
. ERAH 8 BRAIE . BRE _
500 mL . BEEL L . COniRs 238

JEE: ZAHAQC: A280 & SDS-PAGE; #i¥lMaJi%QC: SEC-HPLC, &N, LC-MSHFEN . WBE

AEFENIRSAE

EREM HgE TRETE EH=ESwetid
SDS-PAGE&Western Blot SPR &S F=tal LC-MS/MSF B =G
B EIRCERE~ ZLEAMN gL KNSR L=
BLI4& IREEARR BERTIEH TZEREEIE
eSS SEC-HPLC Ik GMPRBIEERIEF=
BRERE

ZHR=E

* = EBHRE
SDS-PAGE & Western Blot Analysis

SDS-PAGE Western Blot
kDa M, R
260 3 120 | |
150 - -
100 80~ ,H
75 - 60|
50 - 50— 8 M1: ZEHMarker
37 - 424 ’ M2: B Marker
25 - 32| | BSA: 2 ug
20 -{om R: B
15 - ‘ 18 ‘
10 - =

13
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H
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BE.
E
a

o =fi2: Bl KFUREEE~TZ

E=[21 FIFUFET
| M‘ A‘
Y ‘JV'\.,JL
30L 500L SDS-PAGE SEC-HPLC BNERATES ERHE EEE S LEs
4HREEE (0D600 ) >200 i >99% KIDEE <6%
EEE=/ >200 g/L T ERBEY% ER FAEH SED FiH
BAFLS >10 g/L TEEDNATLE | SRIGH (40 Ct) iEtE >95%
o =13 EWERSHRS
R NR M v EBIEEAKERERAR
AYLYL Y kDa
120 v THEREENRIEE, PHERIESHE TRAERR
. - Zg v EMEEMIASIEESR (SDS-PAGE, SEC-HPLC , LC-MS)
—_—
Sl v ElEMRIIEAEAMEEE: AERMIERER (HLA)/FmHERMR
B - ZAEH (TCR)BER/ARER/AN MR HEE 7 E 7 (BDNF)/ B
- SREEH (BMPs)/((MEEEEH (Tau)/HER MGz E R (A-syn)/izHE
— 20 #%E5E8(Ranpirnase/Onconase)/Zs
|::l— 10
: HERR, EILR NS PREE 0N )T
S S~ MEMERR, ERREMIEAREE N5 B B2 B AT —RIARIEmS

#, WS SHR T WEASMEIRE, FJAERERESRITEEE.

4B (SEC): >99%

CRISPR/CasE RF{RiEHERIXIRSS

CasiziEiZERESR (RNP) N"SHICRISPRERREIFMNERNMITAITHHITE . SHIREEIRSERFEADFTAIFIA
THEMERBIEREEECas9. Cas12a, Cas13a. MAD7LARIHERIEES ( base editor ) J1ABE. CBEFI7cS4Rig8s ( prime editor )
5, FHATtMBroad InstitutefaK S FIPABE T — RIS REMICasIB ORI, 12AELZITIITFAIGMPHIRUOSK I A IEHE RIS
SSRERNERTM.

RS3HE
T SRSEEE EEEHENTES {RIERAT Bl aErs
TRZE3F BERITREFsgRNATIESIDNA T BIRIE GMPIIE &L
BERE
- 3 STy
'.) SEr @,’ ggin&% ‘ﬂ) GMPF= g) MRS
« Broad Institute!SH e . RE3F o 6-9 B RIESIGMPLF= o SEHRIITL
ZECasZ2{h o (RFAEIER . HRIEBE— o AIEESEBGHESENE
* WERERIESRER o BRFAHECasElk . TEFE
o Az o SIEAHE500gHE

14



(RIEBIEFIEIRSS

ERAE REX P BiAQC PR
Cas9, Cas12a, Cas13a, MAD7% 20010.20 * 5£BE=290% by SDS-PAGE,
CRISPR/Cas B 1EH R 22 (K ne-emme 290% by SEC-HPLC; s -tag TSI E
3.6 + BHRERKF<0EUmg | * TR RS
o re o COARSE
WS, ESRBERESH | 200ug5mg STERRE T 10mg/m
. BEEEIR

EFILGMPREEFRAIRSS

SHIREFCMPREERIARM -G ERS, NEREIER, XFH6-9 MBI JCMPRERRER . SEESMCAIET
ZHREEHIBRMNSE, FACRMEEAEMRRY .
[FER: 6-91 8 ( BAEHRIELIRERME )
>

> B>
EEETE
T

E> B>

e

EREHRNTES

BE&NERRITIEFsgRNATIdsDNAEEYEE, —uhUiRiBIEE.

FRIENEIHENRTE

FREIIEE MG R

ZHP=
+ Ef1: SEEEEFHENTES, SHKERREBRARSVEEDEFR(GEGIEIEMNCas12a%F,
QC report In vitro cleavage test
Concentration SR Purity by Purity by DNase A ; dsDNA Rl il s e
by Bradford ndotoxin SDS-PAGE SEC-HPLC detection moun Commercial s N
Cas12a (wt)
4.93mg/mL 0.648EU/mg 90% 94% No detected ~5mg Cas12amutant | - | - + |+ |+ |+
crRNA + |+ + |+ |- -
250 kDa——: Oh 4h 16h Oh 4h 16h

150 kDa---

100 kDa---
75 kDa---

50 kDa---
37 kDa—

25 kDa--
20 kDa--

15 kDa--

10 kDa-—-

bp
5000
3000
2000
1500
1000
750
500
250
100

Red arrow: Full-length dsDNA substrate
Green arrow: Fragment-1 dsDNA
Blue arrow: Fragment-2 dsDNA

SDS-PAGE SEC-HPLC

DNase removal result
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RHID=
o 2fi2: SFRESRANERESNASRESNTELR, ANXHTSHEAE. BrENHERESNESHES.

Adenine
Base Editor

nCas9

Adenine
Deaminase

Adenine base editor (ABE)

ABE (TadA_nCas9)

Cytidine ~&~
Deaminase

Cytosine base editor (CBE)

Prime Editor .

pegRNA

Reverse
Transcriptase
Domain

Prime editor (PE)

CBE (APOBEC_nCas9) PE (Cas9_RT)

200 kDa—

Ni columna . ;
. i Ni column Ni column
Purification TEV protease cleavage
. Q sepharose column Superdex 200
procedure Ni column .
Superdex 200 column Ni column
Superdex 200 column
Purit >90%, by SDS-PAGE under >90%, by SDS-PAGE under >90%, by SDS-PAGE under
uri
v reducing conditions reducing conditions. reducing conditions.
Yield 1.6mg/L 22.03mg/L 12.3mg/L
M;BSA R
e M, 1 2 M1 2

200 kDa--

116 kDa-—
97 kDa-—

66 kDa—
44 kDa—

29 kDa-—

20 kDa-—
14 kDa-—
6 kDa-—

116 kDa--
97 kDa--
66 kDa--
44 kDa-

29 kDa--
20 kDa—-

14 kDa---
6 kDa-—--

MELEEIRSS

AENSLEEARSBEIE. NEEDITURSEENFERFMAGENIIREM . M, AAREAEFMSU R NE— LR
FUELURRAFRINTE, METEHRE— L RS,
SHRRRE T AIRCNAR ARSI LIS EEFSEREBR, REERZ142,000 L,

ARSI
10-2,000 L EFANE BHEMEL
RERBE EE LIRS
RSAE

EHRAEAERSIREZSFNERESTIE, NERRAMNMEDEFRSEN
k. ¥ RIEEFR, BIANEER. BEREHINEE. KBEE0X2,000L, £
HARBEEESRIHELABECRABNEANAREREK (B ) EESX
98%HIgMEBHEH

2

o MEEK (EiF)

o HRIEHR

16



| ERAR-TPRBESRIERS

ERAE-TPRBESTERSARE— N RABERNERARSE, EEHTEASEANREREHNRANEE . SEZRSEL, ERME-HT
RHRSREXRFAUIRSEATA Y. WEABTHZEEERINTIURESREAENDWER . WFHEATFEEEZREARANEEER
SHHANER, HNEFFEREERBacuVanceiPRES-BEREIXR SR .

E - iFIRE ST 512 MBac-to-BacR A EMEFAIRSHIBestBac R A S BEMIARS, I EHTHREHE, M. SBEMAE
NEREF, SHHEIRIFZNT AEREERCHLR SR, BRUEENERTTE.

IRS3IREE
ESVNIAYES ZHRIRE ERZEER HERIER
>90% Sfo. Sf21. His& BRIEREAS —ih RS
EMRIERSRIE
Promoter
N\
Egﬂ{‘ Donor § = == 5’3&
S E— plasmid ! Bacmid >
R BEEBELE
DHI0BaCKES4ME EEEEFFRIN E.coli
cecececel LTI BacmidiZHY
-|:| E=rislt= i
1 1 4 V3
%FﬁqPCRiﬁimJﬁ%@rﬁ\
Bacmidi&ie
\—OOI Inwl
0000000000 E M O
2]
BERFREMARSYT KIEFHE T TREER BAMFIRHFSDNA
$B ES 3= EHA
O o TUHEAHTEBFRICGIERAHN (Tik) N/A -
ERARATEE o THEEEIPSS P EREAS B
@ o TE/EFPIABESDNA, BacmidflE 1x108 pfu/mL
o o ELEFIRFBESONALRE RN HEBR 23
WELER o PUBSIR (KEE) , P2ESIR (SHE) , ©EPCRICHSHEE (%)
° P2REBICREE RAEE20mL
D@ e o EEFIKHIA EAEEIRE 13
MRS e SDS-PAGEFIWestern Blot
o M500mMLFFHARIE R %
@ M500mLFFIEHI B RMIEZFRIX SRS
o —EEFIMAN N 2-3/3
AL . ac QcHiE

17
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RHIn=
* EH1: BEEREA

SDS-PAGE
M

BSA

Glycosylation
modification
<«—CLDN 18.2

ZIACLDN 18 20K EEIEEEH ,

Western Blot

kDa M

120 ==

80
60
50

42
32 ‘

18 -

<« Glycosylation
modification

<—CLDN 18.2

BRE90%, FikE2mg/L, EC50 < 0.03 pg/mL.

& ZZ(513:
VirusEEEEIA KoFEEAFKE
A Virus B Virus_(\g A“d\‘\ KDa M BSA R
N o
kDa e o 460 i
200-= T @ 268
116-— @ 238
o7 171
66 -1 17
44 -
20-= 71
20 - 55

BR-PIRBSRETRINFRIAVirusER

18

HISHRIEANINRIAA S FEE

H (430 kDa )

= REEMRERSRE
2|
5 | 12 /3 | 23/ = B
=
E R HERGMARE —> RESES  —> SEEEERE —> SEEEEAt —> MAEASKS
% #E e BANSEEER * BestBacEFES * U RAIRSEBA o BEENIEALKE ° SDS-PAGEi#{7
iE BRANEIEAES RAEMITRGES Jatgss (4 mUFL) EtbSERILE 5% Qctai
=] s
o IRIEEERABR o BEEEERIRAIR o X MUEHT
U Bp iR fERY B R4 COAIRS
LES
N EREONHFE, RE N mBEEmFE, BESX60NEH/E ' B REHS A EEEAIERAR

& Z2f52: KinaseZER{FIA

kDa M
120

80

60 <+ Kinase

40
30

20
10

SfOffgRIAKinase, fBE9I5%, FAE10 mg/L,

ZTEEEYED

4-subunit complex
'é.

5-subunit complex 3-subunit complex

ER-TPRBESEGEPRINFAZSTESEYER



|| THERIAMRSS

SHRAVTCAIRE. collRE B AL T ERNFIATTE, BIRIIMEGHREIEERAR, THREBEME. ZRFRARRE. S,

=}
‘H
253
=]
+x
A
S
a

REEFIER, EERRTSBEFRARIMAFATIE, ROAIZSY)REREEFEEN)|ZRAY2ABIERR
RSB
T RE HER T SEEErT BLISPREEE R
100% EEHLNE HRESANTEH AZRAF1000+MNEH/IK ARAF1000+MNEH/IK
IRS5imiE
18/\IT R TSR
{ 1
& - - - -
FEIHT HERE/% [ERHASE g 58
L J
HRESNTIER
RSRE
TRIRIARSS
(g 7.3 [EHE* RSSimE Qc RAThmE
1mL
( B#7321910-200pg ) STIHFR a) ERaE
VHH-His b) EEEiA A280
5mL ENEE SN {LERR, COAIRS
( B#73214100-1000ug ) 51T TIEH c) —Eamy, SDS-PAGE =
: . 1/5 mL o d) QCia
VHHELE g8y ( E#7324100-10004g ) AR

jizlizH

[BER*: A HORPRIFAZEART200, NFEZSHNTEEEA

THEFRE&BLISEEENARS

a8 &3 ) IRSSinE B3R
. semp o
VHH-His 1 mLEBR 64 TIER O E'f’ff‘hi
o ZEAPAM EERS

BB

1. IARS{UEMTFVHH-His, EfOREETRI TS,
2. [EHR*: > 96 MEARRIBLIG T ZERSNITIE] o



% £HIH=
= o S
iEE Expression of Al-generated Mini Proteins
ix by GenScript Cell Free Service
E 500
P [
400
300 ® ° [
[ )
[ )
2004 @ .. .I.
202 1442 %o .
° [ d u
- —e
100 S - 725 o8 045 # 90.2
. —— 533  Iesavy7q  —— 510 0.‘
[ ]
0 T T T T T .’I. T
Miniprotein A Miniprotein B Miniprotein C  Miniprotein D  Miniprotein E  Miniprotein F Miniprotein G
&0 SR AMERARSTIURAZTHAILRAImIni proteinE7
> 52
400 - 400 -
[ ]
o-'o
L
300 - " 300 .
.
.
) ®oge® 3 .
(o)) (o)) »
[ ]
£ 200- € 200- .
ke) —— 180.89mg/L e} .
] 9] . ..-
> sgte > ‘ sad
- ' .l
100 . L] 100
. ge® e a®
®ee® . " 69.6mg/L
oot w
0] T 6] T
VHH-His Mini Protein

L6 SHGTHERERS S, 371N VHH-HisAIEFRIXE9180.89 mg/L, 1077 mini proteinfIEIIFEIAE/969.6 mg/L

* 63
C243 in E.coli C423 in Cell Free C423 in CHO
RU RU
3 30 3 20 2
S 9] S
220 @ 15 @
1 o 10 1
210 2 2
© I ©
¢ ol— : : ¢ ol=, : : i :
0 100 200 0 100 200 0 100 200
Time S Time S Time S

it SERELHARARFRIANIVHH-His STEE. colifICHOMBRRIARIVHH-His EB RIS S EE

20



I ERENES

ARS3EE

e SDS-PAGE;
* WB; e ERIRE

e TELTE (THERARE) » AL (SDS-PAGE, CE-SDS, iclEF,
o REIDH CARFPHIREF ) SEC-HPLC, RP-HPLC, HIC-HPLC%)
o N/Cigill=

* BrlERABESHEFRDT

o BiREN

* BlERASISREDTT
o REMRDHT

o FUAMKNE

HESHUE, ATSERAAR

- NERTEE

» HCPETERER

o XEEDNATES

» KBEOATES
FERIGRS

DHKE ARS3I= SrERY

o PTMIEIROHT ( BRERAR .
St BRRE)

o ZIRiEEsHT

o N-FIO-HEE DT

o IEREE T

o FUA-URFAISAEN

o BE-EE/ND FIZERBE RN
o FCERRFEAIIGN

o EEEtQN

TEDTFEDT (Intact mass)

RREDF=7H (Reduced mass)

KIRDFEH (Native mass)

RS FEDHT (de-glycosylated mass) PR

EHEENWD FEDT (M) (de-glycosylated mass (denatured) ) .f.ﬁ E

BERKFDHT Identification
Protein-level analysis RREEEUD FEDHT (Reduced and de-glycosylated mass)

RREFEEMW D FEDPHT (M) (Reduced and de-glycosylated mass (denatured)

E-O-4EEMU D FEHHT (de-O-glycosylated mass)

EREE-O-BEND FEDHT (Reduced and de-O-glycosylated mass)

FEBN-FEDHTNEY (Released N-glycan analysis) dpEaT

FERUEIRHT (Glycosylation mirror comparison) Characterization

FYIEEZRDHT (Sequence coverage)

BEFIIEZZESHEY (In-gel sequence coverage) DFYUE

N/CuillENEY (N/C-terminal sequence) Identification

BREKFED T IERELSHTNEY (Sialic acid analysis)
Peptide-level analysis — IR/ NACNEW (Digylfi i

TERESHTNEY (Disulfide bond analysis) —

PTMIEIHSHNEY (PTM analysis) Characterization
ZeEIG

HCP4#NEW (HCP analysis) mﬁhl )
Impurity

BLI & SPR FEH114&0

ENRE
TUR-AFEREN (SRE)
TR AR (ZIRE ) 1132 Eginpalonlise

FHAHE (SRR )

21
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IiERSas

1855 (Lentivirus) EEHRFHRBAI—M, ELNAZWENERESTH. BRSEESIIEERSAE—LEEERIME, WRAH

fB. FHIEE, NMAKIESBRIEERIEINE, EREMBREET, BRsStha ZrER.
ARS3 2
© EFIERSEERS

- BEREREOLRS

EFItIESRS 8RR

ARSI

BEEZSOINE PRIEAY3Z (I EHA SRR EES
FRISHRERS BT RFHIRIZ I EER ST SRR AR
ZETHE20% HRZE2F p24 ELISAK (TU/mL)
ARSS it
) — . C L — aﬁ&*** > /—6—\ >
N 5 . S 0H
ST L2y RIS sty EER
RSRE
= =1
0.1 mL 0.2 mL 0.5mL 1mL 2mL 5mL 10 mL
>107 TU/mL v v v
>108 TU/mL v v v v v
>10° TU/mL v v v v v
QCHRAE p24 ELISAtZILonza 1804
I3l 2-4F3
ESVs =
E=4uNynid
| AT
H C ial Vi |U\7K)&:_ imi AR R wlel
ommercial Vector GS Optimized Vector
120.00% . CT26 Mouse colony
100.00% . BAF3 Mouse B cell
80.00% = EL4 Mouse T lymphoma
60.00% I RAW 264.7 Monocyte/macrophage-like cells 100
40.00% = Jurkat Human acute T cell leukemia
K562 myelogenous leukemia cell line
20.00%
NALM6 B cell precursor leukemia cell
0.00%
6(1,6@?{5 @P‘ @WQ?‘«QQN &42)‘2;1’ {3{5 THP-1 Acute monocytic leukemia

MOI: Multiplicity of infection

23




100% ¥ P24 HE AL REFZ[JiBmSE%E miEEa% >600MFS/B

) - =

TR

\
+) = +)—>O—>
4

sgRNA « p24 ELISA (201A)
GOlI: < 1,500 bp 0 TUL o SRS (ZRIA)

GOI: 1,501-3,000 bp o SR (ATik)

GOl: 3,000 - 5,000 bp + FACSH& (RTi%E)

R EROEEESR. RAGIENERSaE, EEASFHRBERNERT, NEBMFIURIE
X3 FgRNAFIGOI < 3kb, HAIHRIEI0 %A fRiEE>10° TU/mL

0 Physical titer

45
[ ]

[ 4 J
35 0:* ‘0.
L ] ® '-.
30 | e oo -
25 o ew LN ® o’ ‘
- Qg’ ..c‘

40

% 10° TU/mL

20 oe .ﬂ.. oy

15 °

o

10

Item

Transduction Test

24
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100 ~ 200MES: 3 ~ 48
200 ~ 400MES: 4 ~ 5/

100 ~ 200MEE: 5 ~ 6/3
200 ~ 4005 6 ~ 7@



Il CellPower™ I EF LIRS

REMBERN ZNATEMAI. SHEENEMAFRT .. BEBTERERSHARTIMERIER (Gene of Interest, GOI) KHEIfRE
T, BATFEECORATHIIFSEING (MAERISOER ) . SHHNEEREMERTTASE: AREMESEREA. o, K

IMEFE T ETI12RHERICRISPR/Cas (Lenti -CRISPR/Cas9) H5ARMIFES, LIECOIBIMAIBR AmIBIKAIFTR, 155l 2 A0

IRSZRE
SIPEREBR AT 250+5BApEETE FEEATEREZR 180Fh 7 BRI EZeionlyspos
IRSZRiE
o Zfh4EZPuro. Blasticidin o MpEE

Zeocin. HygromycinFF ik
° FACS%if%
o TR B IRt T [E

o SRR/ RERT AR
o GFPPRM4IIER

o HREIEIM
o TR
* COAlRE

HEAK. EH S - sy ey it
mEinsne [l SPGB AR EapE RIS IE T

o ME ° SRAGFPR4ITIER * QC: WB. FACS,

o EERBFRR R RS AR qPCR. FFZ
- SHESHS
RZARE
. ERFRNIRS . PEEEHSIRS o
CellPower™ EFEiTHIX o BT, . B BmEsRIREE, * R 8RR
10° 4R/ (1x10° /s ) o SPlE: 127
o MMSEA MRS * COAlRES
. EEFRIRS . EEEEFLIRS
. £ Nt ]
CellPower™ RS . OETEEIHE, . A EBEIRBREE, : ﬁmﬂ@ﬁ;g”@
1x10° RIS (1x10° FRBE/ES) SRR 14
. EEREEERIRS * COMREISHA
S . EEFEIRS o EEEELIRS o
CellPower™ BSHLE . BTSRRI, o — P PEEREIEETE, o TRt 10/
(EREE=EX) 1x106 AR/ (1x108 4Bf2/E5) * EBTIfE: 153
. ESEEERIRS * COAIRE/SHTIS%

BT A LIERSHRETARS, SEimERCRISPR/ICasOEXRIMAIAETTARIIRS

CRISPREFAFRFNAZMAMANBEANTE, USEEARNSNHTMARTHNSHER , AN TFEMERRIEN I, WTALENsTIFERZ
EREB(ZFN), CRISPR/CasORILmREARERF, FEANTNEEREIT S HEEESIINE.

SRR HET GenCRISPRMIIERMIEIRS , FLIERSMIBAMNMMAIRE, HNSHERFAERREME.
BB CRISPRIBXIRSI¥E, HEE&MREERERSTFM.
25
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flg =fil5=
= « =01 BREERTet onESAIEIA
Pa
b3 80-
3'2
4N
{ e |
40+ gPCR I£ifGene A mRNA FKix

Column 1. Hep-G2 parent cell

Column 2. Hep-G2/Tet on/Gene A Dox 0 ng/mL
20 Column 3. Hep-G2/Tet on/Gene A Dox 500 ng/mL
Column 4. Hep-G2/Tet on/Gene A Dox 1000 ng/mL
Column 5. Hep-G2/Tet on/Gene A Dox 1500 ng/mL
Column 6. Hep-G2/Tet on/Gene A Dox 2000 ng/mL

Relative mRMNA Level

A

—] —* Gene A

— e —

Western Blot I&iiEGene AR FRIX

Column 1. Hep-G2 parent cell

Column 2. Hep-G2/Tet on/Gene A Dox 0 ng/mL
Column 3. Hep-G2/Tet on/Gene A Dox 1000 ng/mL

—» Beta actin

¢ Z=f12: BROERERTet ofifSEIRA

gPCR Analysis of GOI
- qPCRFIFACSI&iFGene A mRNA FiX
g Column 1: Colo 205/Tet off
= ™ Column 2: Colo 205/Tet off_Gene A
% 0 ng/mL Doxycycline
| & el Column 3: Colo 205/Tet off_Gene A
% 100 ng/mL Doxycycline
;Flf#afﬁ
s .____|_____;,<_._n_|-_- E‘ Py P
e .._._m“lt."ﬁﬂ'v‘\.!?..tﬂm"'"' 2 (oo 308 T Goma D S0emis
G 2005 Tail FT1 e 205 Tegh
CET Flasi- [Fas T FLHe
naﬁm “\_I LI 8.4% 181%
{ Iy
! 1 { L] "
_L\l_ & - !ﬁ ;
' E _ 1|
§ ’ £ 3 [
| g~ [ \ |
| | \ Il
_II ! ] 1
[ ] I | I 11
‘ / \ ]l { |
u' I L] I/ A\l
'} I =~ G N
'|r|= |:-I '|n1 AL 19 i ;u |I-:\-'i g ;1 i

TibzhiFl
. T
© BREFIXIERE;
* DREH;

o JEEEIRIRFACSHHLE;
° BERIGREERANEMAREETERRE;
o (KRR RESLI
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I RASIR

BEB-MAEAARIERNN TR
RARBATATRE. JATHARR USRI ZRIEHEARER, FRTMARERS.

RABERGREN DR
ams

IRENRBERBHT B

o BRBEEIFERE o EEBRRAVSIRERE
o IRITEREHIK o EFREGHIEITIE
* MHERRERE * EERIEARIANTSE

IEEBT RO RIARIIMERES
R FRERX TR EA SR EN EZIIR ZZ R R — N RENHETHARIR .

SR EERANIIRE
En

RSP NIAVIEES i g 22

o RITRIXFAK o HEIIEERES
o [ERREHE . IREERHEE
= ERSaETH
IBHSENERAEEN—, DERNSWINERESTE. BRSRASIERASNE L
M, IELEE. TAE. AAOMNMRES, AAESENERENESNE.
(RBMILRIFIF A T 485
s FEIEBHRSESER o [ERESEERNGE
o |ERSaREIRE o ISRSERBRERNTGE

I1EMERFIHA

e FoldArt™ RN

SRNBSETEIIFTETE, WS
BRFREEFIEREPOIKEL
BH, BESHERAK, MDFiR

FRIEE TR, EMSE SURIEE ) BVATEAL, WA M EE R E colTRE AT 5%,
REERORTAERE. fitt, ERHERGREMAAIELES.
- J - J - J

— GenSmart™ ~

GenSmart™ Codon OptimizationZ A3 F k4%
AEFERE, REERT. IBRIXHEEZREED
BEEAHEL, IATESEANER (thils

el Solubility Tags [
HEmNEIHZERFRNESRS
ERABRENRMSITERIE. colisRiA R
i, BFAMEAERNE.
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Q: EHREERAFEERIEEN?

A HEFRERS: (a) RIEARSHISERIIELS™R; (b) SEiREEHtR2,000 LAOAHUHEREE, (o) RHLEEEBT98%ANS—EHER.
PRHFSERABFRARS: (o) RUEFENER (— M HEZS) NEBEERTPRHESEE, BESIA10° pfuml; (b) 2H4EERE
F98%AII—EBAERR; (c) RMUSKHEZ=MELR~m (S100HEFRR ) -

FLEIARERA RS (a) IRPAEBIT8%ANI—EAER,; (b)RUERERHFIER~m (S200HEFRRK ) -

Q: MREANSWEABRERRIAGER, BENMTFRRMERESRIURSEER?

A BEREOFRABERTZREOESURRE, SRIOMEIRIT: BERFMRN. BRAIU (FFRIEN L =RaImesR ) «
HHRREEAS R WHAREBEOITEORD WERAER . SRBEEMEER. SRESIK. RRIAHKR, RERE (LLINFCREEg,
URsRE) |« AeSEEREE (e, ARE) . INEEIHT (MREEARFIR ) .

Q: ERA4AERESHREFERNERRIX?
A: HIRRRENSATENEERRSEBUTER: (a) BIIEERFEAIRIFZRIRS TERIEFRIZK - FIELMIN31+>100,000
HOREHIZEE, >30,00080REHFUE; (b) BRI - HAIHIAPITEREREMINESIA%; ERARFIIINEBIRS T T

HIKE . (c) BEE - FHR2,000 LAVHE/EHEERAIIELRE, S1A100 LAYEREN200 LIEZLaMEAARIERE, (d) SHRRR 75
HEFHAHEAFS (2IGenSmart™ , BacPower™, BacuVance™ ) SRAREHVERAMER

Q: ERFRACENEEAX? EEISESSINBBFREETAXEIE? ZRFRESERHBEREATAEER?

A: BRI FAABENIBERSERNREKT, SHIHNGenSmart™ 2185 ARZIEBFRMEA . TSRS IHER AL
E’JE?&T

ERIEEBEEES SIS FRERNRE—ERS, Fr—GenSmart™ ZQRHE R EIRSHRAEANRAE, —MIANBEIZFRIINEHR
FRES, Bt EINREEE HI A AN

Q: MREFREHITIRES, SSERESMRSEREFER

A: MEFRHITRES, TBREUTER: HRESHENBSHERE, BRFAHIMOI, MR EMMIBHIR. HISERE
ENIRITEFRIZDHESHER, DIKEFRBENEMNE (nL), MOEFAS MIBERAFSNNE . BE, P2RAKSHRERE
B, BEMREENAT0 pfu/mL, ER, MIRERENHFEEFE, RIITRHBET IBRIRS .

ERAEXT=R
Q: BERASES, REGLHA? MAEMRXLRE? SHRABEMLEOMLSE? MTERERMMAELSE? SSHEER
TLRR?

A: FEAZ RMBREIEFERAIE, TLUBEEMARER . SEIREERIFIM, BFIREN, BUKERTIS FHEN.
—RITEEFIIFEAED, BEFNER, BRESINEAREUNITEANS FE, FUvKSEBatR, BRSLSAULR.

Q: EFNEOASERE, SHRESEITEALIE?

A: EENERERPENSHFIEDEDSR, HESCFRSXAREMNNGEHT, (ARBRRAEEERRE, HFESTERETR
HRIME, ERENENGEHEIEH. MREVE, RIISXBZLSEN, UEEsEENENER.

Q: MTHEEELEEFIRE?

A: ERERNGE: (a) SDS-PAGEECE-SDS; (b) SEC-HPLC; (c) fRy%, ERIAFHFSDS-PAGE,

BERREWNAE: (a) BradfordEBEINEX; (b) BCARRSHTE; BAIAfFEABradford, iR bufferf G M S SRKABCA; HAE2
A, i

AT BB TRIEX
TERTLAE 5 — AR N A RS B RS E
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SHIRIIRS =M EH Cell. nature. Science. PNASZEZRAEYEZELESIA,
Bt E P AERIER: https://www.genscript.com.cn/reference_peer-reviewed_literature.html,
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Molecular Biology Services
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