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o EHFTLANEFREHSEEHNTE THAASEN (mMRNA VTR, FUAZYIATIADD., 8RS, AAVKES ) FRAITRER
futgse . BERFESER. FRADNATIE . ORFRIZIRSS . GenBrick™KERESMAIEFRRT N EMEE TRRS, SEEEENSFENSF

STHRER.

o SHIGERHEM R ZEAIVectorArkEATFIEIRSS , WHABNUBEFEYERNS FEPFAITRME, BNEFRO D FENFH SRR
FHIRIE. ZFTMAS, BEELL RGBT .

o THIHEET GenSmart™ESIF B TRISEZIRS T, AEIMMEFNA U IEFRUESHER.
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2003 201 2016 2017 2018
ZHRIHEL {ERSINEEEREATEMKIT SEREE—5%200 kb EEIHEER SHIRRE S = HLE W
EREHRIRS % (Sc2.0 Project) AR AF KERENER BT BEINEZER

[10) (9] o o 6

2023 2022 2021 2020 2019
by eI g ES ERE ] NI fRR B ErE BUSEEEMNET BEuTERNEDN ERERBESEE
2% EREMFLE %, BEIEINAE %, B=1XEI50 Mbp BFaFHIR 30,000,000 bp

ErERERIS

SHRERGREINTRETZ2IEEFRERE, BEXENEBARIRRE, MEITWRINEEEFHE, FRIERE
BRI EIEERMRBAIRE
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HIIHBAE B ERENERRS FE, R EIIRS . BELHNEMNNES, AR EMF&IIE, BatER
SEAY B ESEM201945EA910M bpFl20234Fi4Z T50M bp o
| =

fffff ) e (B) e () o (TF)

E =27l >2005 N EEGHIE >8hF&EEGHAES SeRERMEEIA

1X200 kb FIHSE 99.9%3fI% >150 BRI ELA >30h EFER

SR ENHRRETS

SRR LUREARIAZIRARBIAERAIRIZIRSS . BESFTEMRNER, HEEMEMNREI0RE, HRT =EEBER FRILR
REMHFRERE, IRRIIENESEE™SARSES, FUREENIRREITEFRETIRINMIQCLNS T, TRTERNR,
AR EIRARBIARIATR, EERTE. METEEEiT AR IERIEE

TS
> 12 PR R T ceopmEmmTE e
120 g AR SiBE S
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| EE SRS

SHHRERASRRSEKIEEUNEREGHEA, B T7TRENREEFEERE, EESMINEIERNRZIEDFIFIE9.95%
99% .

HESHEZE

FAY
FHURA RS gt SIIERL ERER FERFR REEH: FIHNA
HES KRS R

RSS2 HEKE m=A23ZFEHA R34 =
KEEREGRK <5 kb 3x RE72/\AF, FEHARE (S
SEEREK <8 kb 5% RS, F51100%
GenBrick™ ER & >8 kb 23% BREIA200 kKb EE BB
IR ER SR - - RS INDERIRERAIELIICE XY, BLERIMERERE

KETEES A

SHIRNERERSHRET2/00 (BISPNEARR ) k&, B, SHRREMEMEGRRE, BEISTEARRKENTR, KiREBSEE
HEHBEMHITIEN . BETLOSMATE, MNRILIEHE, RESEEHNERSMRRS .

ARS3 A%
AN
o o
& %
HRET2NY, HRiERE FBHARIE, Eihik FHIHTER
ARS3i%1E

HERKE

<249 bp
250 bp - 1,500 bp
1,501 bp - 3,000 bp
3,001 bp - 5,000 bp

3
3
EEH
6
9

LA BEMRIRGPE AR ISR FIIEE AL, R EE A TIEINERS e lErTE .

EIREESH

BN FERND FrRE, ERGHUTUSHEFNEMETEERNEY . SHRRUNSEERSHIRSTLRIEFSIER.

RS
@)e)
Lo:@ o0
RATRAFE=299% FEXEE, EEEIK IE20h:2: & TR, SSRHRM



(EE=E=40

IRSS1¥15E
<1,500 bp 5+
1,500-3,000 bp 8+
3,000-5,000 bp 10+
5,000-8,000 bp 15+

*ASTEEE TR, ERTERE E.coli R PELANE:

GenBrick™ K FERERE &

£ HFGenBrick™ {EH‘E&E.AESZHE
52 DNAFER#H

ARSS LS

ARSSiF1S
ERKE

Al &AL IKIA200 kb FEREH,

B, WEMERSISAINER, BRESIK.

{3£200 kbEFE FE&

BRFILHIRTEIER, RIEFIER, BEREI
1TH% . HEEERAIENME R BRDNAZS IR BRI E, AR ATE T IERAZR .

@ KSR FYERTIR

8,001-15,000 bp 23
1,5001-30,000 bp 35
30,001-50,000 bp 50

> 50,000 bp FEKBFIIRIF(L

pUC57-brickay,
pCC1-brick&{A&**

SRR,
RECERMCIISE: ATLUSRIIREE AR L.

ERIR R E E S AARSS

EHInIERENLSRBRIRMNEL T S
B, ENIRICREESHE, 8FAHNSEMER

ERTEEFY, MBEEFIISEINER, BisEENK.

TROERGHERERR, REMSEDS . ERATARIET
TENLRIRSERE,

< UEREER.

L RARAIRERAT
MREFIRENGIME . BX

Vo STSUCITEMIE, HANE . EEAMIAL SHE S RS ATFINDNDABIRIFENER AN A MRS, HEAE
FRIRIER.
AR5 1R%

) EERE N\ BRUSREN
GIEEWEF AR LIRERR, HL. 52 @ ER L mEAMnE SR
EHREINE EFI e EMAREE

HRIRBERSMRS VS EMEEARRS
I e BB ELE A A
i fwEEFAE . ENBMTBERIZ IZEFE . BESEMEEIIEIRER ARBITE
e FRIBIRSERIEHE: TAFIRCR ARRER: (. WIS BIFE. BFARSEEIER
BN R OIS )
ZEMSRENE & HiEEE T VASE
LIRS AITENRKEEFRE B, BE. o, EHNEReR
FeE % =t iRt ( SR E/INBE A )
RIFATIE] BB ERIF10F REMHRERFI0FREBF AR R
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X
AR
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ER3R RN AR SS

HIREETERNRENRERE, AEFPRUMSSIND/NDARRABRENERS . TWHRABIEROEIIREREREZIEE
ll, AR ERIRNMSEINIRE, RUTTERSRIBIRRIINIRS . BXLRMEIITNR, LHRMEEHHEDNEISFERH, RIESKESE
HRGR . AREZFXHNEMESREYE, SHHERYSEEMEFEXIRENMEE. B, SHHRHSMERIRR
EREM, BRFENFIERS . BOEFPTM G ERIRRIRS .

IRSBi¥tE
T Sz
. « TSR (Ab1. seq. SQD) SRR/ .

R o o TRESYH (RAHHER) | PCRFE ( BAAREL)
2 IRHSE. MR EREES oy

BIRENE | B, SEAASEMEE. NERE . B4R/ EERAE/CDNA/ b
BB, EETIETESER. e MeEn (AEAEEES)
3. Be&®IT. o EHIkZ PR Hitb L)

iE: ZINBR S IR AT B ARSS, IR RS AOSE IR T R TR .
IR IR TREAEN, HRIENFER KRS, S5 RS .

Gene to PlasmidiRs3

EHiwGene to plasmidiRSZ 2=, RENERSRIFAHENESRERRST R, SHRKIT20FEGMEN NS B ERAEET
8, BOMEEREEREFNFHEREIFALGSF, BENER SR+ ERRS WSBIREE—E, RA—2, e —K!

ARS31h%S

BRIESSAS, FRZETR 98 o BT A
a[*z% SERTE, BEsd fEazs, PR

e ES
HEKE AT BRRFAS =g 3T EHA
<1.5kb | 10 ug/100 pg/200 pg/500 g | SR | T
RITIAARIRS TG EAR, 158

SAFHRAE
o SAIRIRIRAERAL o WFEL (BFIR) o BRHIEHE (FBFAR) « COAXff
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| EE=EMRS

AR ERINEERNFBIRERS, SERERERERS, THEMMINTEE,

R ABRBIRBEUMT1502NERRIEEAR, SBTNPERFEENHEHITEENTIE ., BT REHK, BIBIREMHEpUCST,
pUC57-Kan, pUC57-Simple, pUC57-mini, pUC18F1pUC19iX6Fh =& I 7a & FRAIEIK .

&
B¥
18
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AR
5

BRFREHAF
ER B B A B RIXRS HIRBES/BRRXRS HERIERES
pcDNA3.1(+) pAO815 pBacPAK8 pBluescript Il KS(-)
pcDNA3.1(-) pPIC 3.5k pBacPAK9 pBluescript Il SK(-)
pcDNA3.1(+)_myc-His A pPIC9 pAcG2T pET-3a

BEZHATIZEIFER] I https://www.genscript.com.cn/express-cloning-vector-list.html
i SERA R ATIRM DRRAHK, NATRERIERS,; ZRSNRESHHRAMERZEHT, MRUEENERNPUCSTERAL, XJEENERN DASFARN . It
SR MHAIRA AN AARER . INREEXLEAATFEWER, B3R gene@genscript.com.cn,

VectorArkE A i1z R TakE
EHIRER @R A VectorArkE K FHEIRS, B EEFREERE TR, BLEMFEHAK, SANERTRINREEZIEEN
FiEEIRT, AESTRTERERDESSEKESZERNER,

26 WSS

HIMAFESI, SEREFE

o ZFRHUMNTASHIRMCIZR, SHRSIHAMCSRETNG, HoOWEIIMLR, X

VectorArkE R 77 BANTEEHTRIA, AHEaENTRESE,

o REE, BEARBEINHEERREBRTSE. IEFERHERFERFEXE, ¥TaE
RAREREREA, BRE—ERIHAQCER.

AR EHEEEEEF R A
VectorArk5eiE o 4 ugHTFRERIDNA(RIEN) o FHILLIIH
o NEEE . COAXIF
*EETRERIPEFIFIRN . WIRBREHADLTRERE .. NEEK, SHREHREREIMRRER.

I ORF=[ZRRSS

ERIOFFIDIZIE(ORF)IZEFZMRNARIEEY, cDNARERIPCREE IR . XELBANEERE—ENRAEE, ELEE
RENEZRNE. SHIGEHIORFRERSZEBEEHASHEMBEZERNAMEIZIERNRS , IHENEBNITRLSRPTEE
BEZAE., SHRAERMEAXNBAORFRELIEE, RENCBIEUERE, HPRE186FIREEN.

BT, HREs s i FEARIORF SRR G lEs=c

ARS31h%E

RfTtRE

o 10 ug&H BRVERERYFT e

o QCXf#: COAX(H. MFENL. FRAELE
RS TR EDAE, MR SN S .
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I BRRIDNAFISIRSS

HRAE BRI EFES, ERERILUEMNRNERESHREN, ININSBENRAEE . ShENEIERS N
INEERTHISEKERNAGT, AEBEDNAKGD, ASHESWEME, BNRRMHEENSRESENE, EMRILERNA, =EAN
FEMMRSTE . EBEAAV ITRERIERSHPoly (A)RIEIRSS, #HERE TR BRIERHER,

ARS3I%

bz R @ RENEIEEE ‘ BIRAERE
1L = =4 —
e ms ] R R E TR RIS WENERBEE
IS CIn
FIEAQCIRE BRI S 2k AT AT

SEFIINQCTE A%

IRS31#1E
ES7]] $£—2 [RRDNA % [REHIDNA $£=2 [RHIDNA
RESE DFTEE. RE. YEE’FAJ@ HE Eiiliiake22aN E%@%» =] | ERMIEESTIRREIEY
HBUEEMD FEYFLRTE e RS
RIE >10 pg >10 pg >5mg
B RELL ) BSBIRhE > 80%IBIZNE > 90%HBIZNE
<0.1 EU/ug
I (FANE=S <001 EU/ug <0.01 EU/ug
<0.01 EU/ pug 685 EU s <0.005 EU/ug
X3 EHA 2 BRI EKAR 2@k
&t

1 RSB (B RIEEE R K RITUBIRIEL Ll . IBXEIERR, BSttAIREREYIBIREfIATF80%.
2 BASE: TUEASHSE. BXMEER, RettPINENZ YRS ZKFETFO0IEV/ug.

ERoEREE

1. HARASE, MARMNEXTRUPHASHERES? SHRRETHLERENEE?

% AEREFAETHARUABTEIMEFRIESERERE, JUREENTEEIRIFPAEASRZREEN, HiF5H

BEMOREL. BEHNENRNTRSEREBETS, SEEERABNEEE, BIITEREMRITEARRE RN
FIMERERETIENLRER

2. tAR“EHNSERE"M“ASHEER" ?
% EHASERE BIETRERER N IR IREPEAET, MHEEFAERSE, EFMRIIAERBIRIAEELS
BRHNASE, "ISRER BERNHSEIRPHN—MRIZR, ZZBRERAIHNIERENHEIRT~ENRASE.

3. EHRFIEHNRNEASRREERS?
% SHRRE=CERNTIERS, SXRNHIERSEEZTMENOBERILAINASRSEKFERNES .. HFLL
BRETHNBER, EHAHEENABIEIEHIFIASZSESSKTE,

4. H4E “Animal-free IEFHE" ?
Z: Animal-freeiBZHFERARAESEAMIRREADNERE .. EHHENHERSEERANIMal-freetlZFE,

5. 482 “Animal-free/Ei$IZRiE" ?
% SHiEANIimal-free BRI SIS HREPAR(UERANIMal-freetZHE, RN SIE P FEHEERRNasefi 2 A
HHRNase, BEMRRFBIBNENPEBEFMEREEMDIESE . FRAANIMal-free AL HIE TR H5 BRI B % 6 5
AR LENEEXEE,

6. AT AR RTEBIRLE S REE?
%: ZWUARERE, RUFBBIRRESNSLERZ FFLRAIIAIXE . fIa0, BN LSRRI Ry =220
DNAGITHRRIMERRIFEMER . BIEIE S ERINE TN R MR —TNE 5 R
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Il AAV ITR {RIERRSS

EHIRERG =
FIRIRAAV ITR**’F’]EI’J’_lI_F =, SRR TAAV ITR guaranteefRs3, AJRAREEAFHITREIISTEN . LIRS RAISEENE
GenStable™ ITRIE{TRALES, FEEGITREFRESangerllF K NanoporeUFHARKIERFS, HRAFEEIIRIE T ITREMEATREN

¢ $5@Sangerill F75 L REITRIU G R4

EMSangerllFEMFITRFIIRSHNGCEEMERMRTEMMS ENFRMAVELILE, SHTREKIFUFERFTE, SR
ENITRESENFRIANE, JUUNEEMNTRFY, BUFEEGRERFRISFREFNSEESS, UBEITREIRTEL.

MTERR, EEKITRESESangerlF RN ZTUBRMREESRE—EFXEZENITRFIINFIEE .

CACG TG CGGACC GAGCGGCCGCAGGAACCCCTAG TGATGGAGT TGGCCACT OC C FCTC TGCGCGC TC GGTACC T CAC TG AGG ACGAG OGACCTAGTGTC AACCCAG AAAAT GACT G AACCCC AAATA TGAAGAACCC TCTAA AA TCC (GTA

#HlSangerll=

20 350 540 350 360 370 50
GAGGCTGGGCGACT GGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGT

e

240 250 260 270 280 250
CACGTGCGGACCG AGCGGCCGCAGG AACCCC TAGTGATGGAGT TGGCCA!

SHIHI TR

¢ ITR Nanoporeill B R ERIREITRIEE
SHEIRFFARIITR NanoporeillFARSS, BEIRE R MRS TREIIRREMERITRRIEAGRE, BIF RIS TRERAES .

6000
5000 V‘“‘Vh/hffV\’J’\(V\”"\wV4*~vVff“’VWfV\Ak//*xfwvﬂvv’“‘
4000
3000
2000
1000
0

TGACTCCGCTCAGGGCCAGGCCCGTGCGGTGAGCGCAGGGGATAAAGTT
ITR integritv=53.1% ITR integrity=97.4%
FANanoporeflIFREARII LRI TREREITRES 2L

Il GenStable™ ITRE #

SRR T —FEBHNGenStable™ ITRERE, EEFRETITRFIIEEHSRANZEUIREL, BATEXREKEITRES
FAESRERDEHRENDR, AEFRETETENITRENBZRSE,

¢ GenStable™ ITRE%IES ITRIBEHIIREE
SHIBBER TIFEEHRERGenStable™ ITR, H—ZIRSITREXBITETEFIREEMNITREEE,

ITRFZEE > 85%RIEHM 5L EERE (35101€)
120% 96 79 BE(YAEHT pUCS5T&. puC5T&
100% - 86.7% 70 NEB stable GenStable ITR Type2

80%

a‘ié‘&‘“ *'e@v"‘s@

60%r  417%
40%
20%

FERAAV2-ITTREM

0%

NEB stable GenStable ITR Typel GenStable ITR Type2
GenStable™ ITRE%IESITREEE GenStable™ ITRE#%IESITREHIIREN

1"



I AAVEIF

SR AAV IR AR R T —RFIENEE ssAAV Fl scAAV ik, 7E ITR BN 85I TFESH pUCS7 1 pSub201 2
Ko ZETFAZER AR SN, SMERIIEA=MNAEKEN ITR FF (145bp. 141bp. 128 bp ) . ITR AUTRITE
STEIN S, LIBEESFPNSHECEEERK,

IRSSi¥tE
pGS-AAV2-Kan #iF pGS-AAV2-Amp EHiF

AAV2 S'ITR

pGS-AAV2-Kan pGS-AAV2-Amp

= B
pGS-AAV2-KanRIHIFREF pUCS7-Kan AN RMAL, PGS-AAV2-AMpPRIEFAZEEF pSub201& AN BT, B8
\BISH SN ATHERORMN, BEREATITREFINFEEEME RSN HATHERRL, BERA T ITRESINFRE R
HIFF=E =g,
iR

EHIRENHAFESITRIEEN SR ENHFRERSRAFE

ITRSEEEE >85%H R HEL KRNI &E (ug)

% 100% 800
b5 80% > 600
o =
£ 60% O
& i 400
> 40% =
: &
o 20% l 200
: N
B oo% 0

puc57 pGS-AAV2-Kan  pSub201  pGS-AAV2-Amp puc57 pGS-AAV2-Kan  pSub201 pGS-AAV2-Amp

AAVHFEESGenStable™ ITREM, BREEAITRIZEM

ITRFFITEIORAERARITZEENE (Smal BT ) ITRFFIFEIORAERFAIZZEE M ( Nanopore MU )
50% 50%
40% 40%
30% 30%
20% 20%
10% :I-:iﬁ 10% :}:ﬂlﬁ
0% - 0%
GO G2 G4 G6 G8 G10 GO G2 G4 G6 G8 G10

2715 GFP {£219 pUCS57 FIEHIRE{ATE NEB Stable 5GenStable™ ITR EEANELHEFS 10 1Y, FEESMBEULHIT Smal BB
Nanopore e, LA (TR IR . ERER, SHRHAEEGGenStable™ ITR ERkERAFIEITETREINE EEFEHHEMN
ITR FRoIFaEMH.
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I 2 ERINFARSS

ARS51R%5
BRI BRI — =R SS LENNFFEE PRE48/ TR
RSAE

Next-Generation Sequencing (NGS)

& s o>

! |
@ NGSTIR @- IS B

N e e VJERE
A L RRRE (bp) | 718 Z(3EER (ITHER)
EEBH @ - - E—— < 5kb ¥58
l | S 5.20kb ¥108 3
20-35kb ¥168
= LR ) i
D - e ATGCTGATGCTATTAGCATGACGTATGCATCCGATCCTS >35kb B 3HA]

ERRISES

o excel IRE: BENFHIEE. RIZER. UNER, TRE

o pdf iRE: excel PHXBER . BEANERNAURENIFREEXEESERZIRS
o gbk 3Xf4F: H pLannotateiFBREMB AR PEFNRFAIGenBank X
*ERRRAIRBE AR S

Oxford Nanopore Technologies (ONT)

& o>

U

%, Nosus 9)
2
x 3 TGRS

ik 3) I I RHIKE (bp) | 6 | XEE (TfEA)

l 2.5-25kb ¥140

M 25-125kb ¥280 2

R @ :
E& AGTCCTGAGTGAA 125-300kb ¥560

ERNINES

e Nanopore_result.pdf: RIAFIENBRSEFIER, SERINLLNER, FITHENE

e Nanopore_result.xIsx: RIEHIENRERFIER . TRENER . 8MIENNFERE, ENEIRORERBE NI EUE
e vars_plLann.gbk: [RHIINEETCE (HpLannotatei¥#) . TRENER (BFEWER) MSEFIIEMN

e pLann.html: FEIREE

o final.fa : EEANDNARIIBARTHREERSEFIFHRE, REEE5EEEARTIMEAT0%NREFTBFER
e NanoPlot-report.html: FiNanoPlot4E s YR IAEIRHI R S 5445 R

o .fastq file: raw data: B ZE(1ZEY

* BRERBIIREUENRS
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Il mMRNA Zh{x

EHIRA mRNA IR ARFTA T —FRIIBAERE, XEHAETREER. Poly(A)ESMEEMEH~ 275 Higik 1 £4thY pUC57 1
PVAX1T #ilf . XEEAEERMMARAEAESER, SMERESINTHMARAY Poly(A) FIZEATIMIRIRHIESIEIS, LUERIEHIAIR
&R,

ARS51¥18
GS-mK Ffk Ty

=

GS-MK FHAZET pUCH7-kana E{RENE, —RIIHIK
T IRE T Poly(A) RROREMEAIEIENER..

GS-CMV i AZEFpVAX1 EilARAIBIFEELEIAR . pVAX1
EFDA #UERTFIRRRXICANSARIE, ERTEZMIEE

[E—— ——. RRIATLI . CGS-CMVEIIFMAINT L LEFooi, LUE
J\‘ - sEpoly(A)EAVEEIAHESE N, AR N EEIERE
s LR B, FHERRAY .
BEhF N/A
— S
TEER Kanamycin BRI FARHE
VAX1
=% IR RS = °
Poly(A) Empty/100A/120A/30+30+43A/31+71A FE emv
g BspQI/Bsal == Kanamycin
s IRIEAE 5T
Poly(A) Empty/100A/120A/30+30+43A/31+71A
EEtl = BspQl/Bsal
ik
GS-mK IS 5RERE GS-CMV 2SR 4 F=3
SelETHIER IR FRISEF S
50% 1000 900
70% 68% 900
60% 800
? Q 700
M. 50% > 4 m"m‘l 600 //
£ 40% 3 L 500
R 309 1% % 400
30% &
20% 300
) 200
102 o 120
0
pUC57-kana GS-mK pVAX1 GS-CMV
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Il Poly(A) fRIERRSS

EHimpoly (A)RIERR S MRERE S AFIHpoly(A)BRIKENME, NEMMRNATARREHESHTENE . SHRBEHL, €
PP I poly (A)BRIERFI MR AIpoly (A)E R, BETS(RIEpoly(A)BRIEMIREMESTEM . BiTpoly(ARIERS, &8
RIGBRBAIMRNARIREHRL, MBI TFSEIRAIMINER

le™ poly(A) &
Poly(A) FF5IE GenStable™ poly(A) Bt I— [
_ ST RIS FE YJIREE 7N
T TR TR B g -

IRS31*1E
Poly(A) 2 Poly(A) & ERIBEBITE RBLRRELLBIRYRERUT
70-90 A=N#3 nt BIENE=70%
91-110 A=N#4 nt #BI25E=60%
111-125 A=N#5 nt HBIEHE>50%
>125 i

GenStable™ poly(A) &tk
GenStable™ poly(A) EkRTEERIEpoly(A) 59528

REIEERE A poly(A)BAIQCHVERIERRELE (—(t) IREEHRE S poly(A)FAIQCHVERIBRKIELE (EB=1F)
50.00% 46.60° 45.90% 50.00% 4350%
40.00% 40.00% 36-709
30.00% 30.00%
23.10 Az
20.00% 20.00% 18.709
10.00% 10.00% l
0
1) Poly (A) Strain V2 Poly (A) Strain V3 Poly (A) Strain V2 Poly (A) Strain V3

GenStable™ poly(A) EHkSZIEIPoly(A)FFIZvHE D
HELZSGenStable™ poly(A) EikEF

.~ WA,

I SRR 2 L AR SS

ETmRNARARRIEESIGITHE, ERAERET, DNARIRMENRIGER, BEZINT TR RATIANE ., BIER R
&, RUEMLE . FRARERNSHTREFmMRNARRITHEZNRT .

SeRERIEAL

GenStable™ poly(A)

BRSSEE
Poly(A) BRI HIH — ZIFERIRATS CEE s FBRYQCIZ E
@ 70~ 150 bp AI4PEGHRTIRSS HPLCAEEAG . RERER.
TR AR IRR TBEHMEDNA, HSEE
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3
2 IRSSiES
= SIFB
> wos
& I ] TR IEERA4RS)
{ = |
EE 1TeE >100 pg >100 pg >5mg
*E REHEE N/A 10 EU/mg 10 EU/mg
X TEEDNA <15% <15% <5%
g SEAER N/A N/A <2%
RNAF%ER 200 ngEERR TG 200 nggER TG H 200 ngEER A H
RIBRRL DI ERRL, RS AL EESE
Add-on QC RIS RN, HPLCEMNAEES, DEAEMREG5 mgaik), BEDNAKL, £¥RE, NSHE
Bk, TEDYDTRIEERZ, SRR, l\ﬁﬂé%ﬁt%
AEQCIEIFETIMRNAZEERIEZIN
LI RRIGEE: S ERNAENRS, MRNAGERS .
T 4
RIN /A NO3 RIN N/A NO.6 RIN N/A NO.9 m PDNAIRIREEE
FU) Ful [Fu] 5 50% 11.4%
. \ 6 90% 50.1%
J\_Ji i \_/‘ ) |
1 L‘ﬁ/k T y T T T f T ﬂ\ T T T : T T T JlI T T T T 9 >98% 830%
20 25 30 35 40 45 SD 55 ﬁD 65 [s] 20 25 30 35 40 45 50 55 60 65 [s] 20 25 30 35 40 45 50 55 50 65 [s]
HCD*Lbf: HCDELBIREE, mRNAGEMS .
i 4
RIN N/A O RIN N/A 2l RIN N/A No.13 m HCDLLf
Fu) [Fl | U] 10 25% HCD 78.8%
& )l i } ) | 1 15% HCD 80.7%
A g L A J
I e e e e e ”,j|;|f|i|‘i| T T T T T T T T 7 13 1% HCD 86.5%
20 25 30 35 40 45 50 55 60 65 [s] 20 25 30 35 40 45 S50 55 60 65 [s] 20 25 30 35 4D 45 50 55 60 65 [s]

* EMRNARIAEERES, WRREFMASHRE, SEBEMIEDNAHCD), EEXEEM. KEIEEMBDONATREHREENM, FIINEBERIRE

RifeEuElE, FERATRERIMMRNAF RIS, FLt, P8R T 2B HCDMEErIEZAIKTE

EHH=E

AEMRNABIERIEFTZH, SHUEAIFIMRNATIZAIMINER, REICEEXEE, SEENKIEHCEERTLUESMRNAS

BEFNZEA T 2RI

SHIRETRHRIITEE, MM URNAIKRREEMEITRICE, SISHAIMRNAGERS.

EMBRST LR AE

SRR R 1HI B RIMRNA-Z

size (o)

17

200-

500-

HE: 71.2%

1000
1500~
2000
3000
4000-,
6000~

HML R R 1 ERIMRNA- S 1R

-
26000 ]
o hE: 97.2%
2200
2000
18000
16000~ —soa—
> 14000 r—
~ a0 e
10000 gy —
- o
6000 R el
.
2000 i Z L
LT T
® % g szEzis
PR



MU RAEE R 2H ERIMRNA-R

zzzzz

&

= S5 NA -
4000 w 12000-|
0o 100
o - 100
o s 00
™
o a0
—u
F s . 20004
" iy .
0
- s000
0 o]
—
e 3000
- 2000
o
1o
10 4
e E

WE:971% ¢

R
s

IIVT mRNA JBS3

EHIRAIMRNALE SRS REN T NEEGRENAIMNERMRNA £ TIERIE, IMRNAZESETAREHRSES .. AHERIDNA

BRARFIMRNAIRHY, HEATAZRINEEN .

ARSS RS

—IMMEEFRTE
MEREAREIMRNAS 5L

RS51¥15
ST A EIRENAR BRI RIIMRNAS RS, £5THRENREER.

s
o AR 0.1-20 mg e Uncapped e No Tail o N1-Me-¥W
o |ffFREI: 1-20 mg e Cap0 e 100A Tail e 5moU
o HTWESIFEH e Capt o THFE e Y. 5meC
e Cap2
SHIEEMRNAZE{L LG

ZBEANTE, REEFER, RUHSRE. SHEEMRNAF R,
Oligo-dT Purification

BRI AREAFIA S
IBEESI S GREMRNAF 23

|

/’ e ) 1 0.02%
‘ ok R 2 0.18%

0 250 00 min 3 0 . 250/o

ME/EHIEMRNA
SR, HBREHHRES

3HPoly AR ezt

e ffi5R4k: Silica Column
e |fFAD: Oligo dT Purification
(AJi%: dsRNA Removal)

o RA: tNEFRQC
o lmpRET: fREFAERQC

dsRNA Removal

Before: MRNA +dsRNA  dsRNA 640ng

— - —
| Before : MRNA +dsRNA  dsRNA 160ng
| — —_

- VR  No. | dsRNA Ratio, %

o o
1% agarose gel

W EFIOIgo-dTEHIBTREEERE, I FETSRLLE,
BRI RIS .

Volume, mi

EHTERMRNAS FEIHSLHI: NS, MPoly(A)E

1R [FRRAESIRIEEVKEEFRRERE, IRFdsRNA, HiRASRNALLEINF1% o

mMRNAZ FHEIRRIER: PREINEMRNARIRERE; 1ESEmRNARIIRENX; IREmMRNARIEHEIIE

Poly(AKEXINERRIX

> LH]QI 0.6

[

g 05 iE

=

o 04

o

I -
8 03

3

¢ o2 i
2

[ 0.1

o i

& 0

Cells Only
KTF80ARIPoly(A) RIS EEEHEIER . SHRIP free MBS, RFEAEERILMUE
HiPoly (A)REEHIRIEHAARIR .

#41-80A #42-60A #44-40A Competitiors

SERRYLERMERA

Cap1 fragment
mRNA JNiE=%97.73%

H

374005

7.784005-

Uncapped
fragment

_ s-8Eva0s

= 3.36006

B EHRHEERIERA, PTEMAEMCap14i.
18
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QCi*i5E

SN0

RNAKE (EMEBIX)
RNAKE (ERBENESEIRERIX )
E 5 Poly A K[E

RNAZE

2
]
w

3
A
<
<
5
18
2
i
=

PH
EIRRIAS
A260/280

o JIIERES

W (EHERIK)
TRBEAR

4R 7% EEDNA

dsRNA

WEEX (FE=)
Zelt HNEE (E8)
EMaE

: FHRQCHBEL MR,

Il MRNAIRE ™5

SHIREKIB20RFEWHRENHEEN, BREEBNREIBIREER. Casks. HEE. REFESIVT mRNAILE™m, BT AK
MRNARIZRIAIKTE  IBENESE, stATmRNASSIIGERAIESLIGAR, BDRAMRNASLIRESR, I AmMRNAR EEYT

0|0|0(00 0000000000l
0000000000000l

QQQQOGO@OOOOOQG@%

DA DAL AN I AT A AT AR AN

EEEEM,
BRS3EE
@ HRESKIR(T, BEHF BDEEDA, IRARIXE ﬁﬁ%ﬁ ZI0E, RIETHFME
00 B ST RE —IT—/ &Capl. 100 poly(A)ESIE!f E&* SEEMRNABES A
R
IREEEZEMRNA eGFP. mCherry. F-Luc
HEYRIEZEMRNA mNeptune2.5. eSpCas9. Cpfl/Cas12a. PE2/PE3. PiggyBac. SB-100. Cre
ZHEEMRNA OVA. Spike
Circular RNA eGFP. F-Luc. Gluc. eSpCas9
saRNA eGFP. Fluc. mCherry
LNP eGFP mRNA + LNP. F-Luc mRNA+LNP. eSpCas9 mRNA-TRAC sgRNA-ALC0315 LNP

19



I tRIEE L MRNAS BEIRSS

BEEMRNARARIIRER RSN ARIREAR, ERESmMRNABXAREERIRR . PIREFOMRtE, SEimERREES
FIMRNARIEBLIRSS , MU T ZEmMRNAG AT E)485250%LA £, FEIRYEE TiiEmMRNARIAERSLRIIE, BINEAIMRNARRE
#EE, IS5

IRSZIRS
B &
m
RE2FZ(TMRNA mRNAT ZE2I8E mMRNAERRIASEISIIE EREFRIRETENE
MEARZE 5EHIRESIEMRNA 5EHIREHIEMRNA A HIK99%
TE50%32 (A8 TR BEEFBEKF—H dsRNA<0.1%, PIEZE<5EU/m
RSB35
s s s
BREE S MRNAS A | <3kb | <2mg | MRNAE | 2/ | R FRfFHRQC

1 By IERNAS R IRSS

SHHRETERILARNET ERNATIIISET MRNAT R, BEMIRIAIER, NTRENRNARREM FIFEAFAR, s
OISR B AR
ARSS s

FimsSIIERNSEHEETHSENm e SHERNERRILGED SHEFSZISZ TR
EAEETHRIRIBER, INER(S BEOEMMRNARIA S BB E AN ERRIE NG et =N pu
RERE, BEOFREAEFES ZHEFMRNAR A S FEEICECA R iR
RS31¥15E
7 T N R
EﬁfﬁﬂﬁAﬁx 100bp - 6kb 1004gZE200mg Licl il %i"% ;’% HREE 2
eGFPEH HERNA £1KF5: IASERINE IR,
10,111nt p:6.5 (Q'i{tA)
o e 7 =z nase-Free
mCherry 5 12RNA £1<F71:
10,102nt
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5
18
2
i
=

I FIKRNAS R IRS

SHHEETEWIARSTE, #HEHESLIMARNA ( Circular RNA ) &RBRSS, TI23FE100 bpE4 kb BAFFFIRIIMARNASEL, LR
WIS H TS, BIEFYHRKE0Inicked circRNA, (RFEEES, HAREIFER(T!

ARSS RS

—ihTARSS ) RATR wMeuES, 2ES RASERAFEE RRFEMEER
EEERAR. RS, ESTFOTRRRNAZL A 2 S MEMRNATISRE FARNIE. MRS
TRRRNABIE . LNPEEE PR SEHLHE SRR AER BRBIEE(R
IRS3iHiE

BRSFMN, REEEFRES i? 3100bp:.:4kb§h'\r Pl SEERERRBMEMER,  EFFAIRNAIMEEAR/ HPLC iR, BIfEa30mg,

o {RIMMRMASE R, QC 10kbAIMRNA
%?ﬁiﬁﬁﬁﬂﬁjﬁﬁfi%ﬁt 7e: fiss: s g
b, 58 ) 200RBE . AMEESHITEE - DERSMEENERE - STRRRMUGEES, - SHERRINEEE,
?Lfﬂjﬁ{){, HEARELN QI ERIA AR HKRNAFES MRNAFRIAKFLEIIIE
- AFEEIREE- 14T . EFSER, BFES
= EikE
RS3i¥1E
s s T
el EARE5U: 100 bp - 4 kb WFR - Ak o .
TARRNAGH 2K <5k 10v9-20ma | P g g | I pREwESE | PR
FRIRRNATL GFPIRIARNA: 1,644nt PH6.5 (BiA.)
& 5 e R J n .
1ox8 g ZRU Ry RN -F Wi %
(eGFP / F-Luc) F-LUCFRIARNA: 2,577nt 25/50/100 /200 ug HPLC AR — ase-Free Water ( AJi% ) 54NT{ER
TBRRE
SN EHIORF W ( HESHERKHIE W ( FIRIVT mRNA#IE (RUOLRSY)
sumenmrrrnAgites -0 —ummmmrraasisnes ©O-Q wEmems), wEmiEswREEiLN
T7/370F, PIE, IRESFIORF J NESE J L s, FHHTQC
J

21



I BERRAKAL (LN P) B AR SS

SHIRHEL ARG RAL(LNP)FIFUARSS, AT mRNA, IRAMRNASRIEESIER, STHFEAIRNATEIBRIARSHA .

IRS31REE
ZFho]EERYRERHIH NI SE SV ESHYN RPNEE(BLPYEST . sREESNAY
FIRIKFELNIE RIRIKFLELIE
IRS31¥15
o OB EAIRSERFIF o AJfA#;20 nt-10 kb mRNA o I >85% * FBFEIPCIGRIANPYIEEST
(MC3-LNP / SM102-LNP/ o AJfAE;1-30 mgBImRNA o BRI R43%: POI+ 20 nm o FATEYPSEISRUEEBKE
ALCO0315-LNP/ LPO1-LNP) o TJfAEEmRNA/siRNA/ Cas o DFENTEZE (PDI) <0.2 o FFRSMERG
o TEGMLAVEZIRE, TTEIX mRNA & sgRNA o ZetaBEfi/: +15mV
0.4 mg/mL e pH:7.4+0.5
o —RERAT, WA, Fik o NE3R<4 EU/mL

=i, AR

I SE@AS R K L (LN P) B 23 iR S5

SEIRED THENBE BB (LNP) BRI BTN A . ETFAITELNPIRS AR AN FERI, BAIHEL TEERLNPIRS—8
FEIRRFARNABEA RIS -

ARSI
BESIS TikEH RiBEEF
IR B RAIELNP BATBNMRNASIARE R RIS ERAE
RS | SIS R AR AR
IRS3i¥1E

HATRILNPHIFURRSIRE MEMRRS R, SIESHFIILNPECTIARE . SOHEHEE. RIEAEF RN ERIREEHIE .

e Qe

o TZHAEEC[HE: CD3-Ab/LNP o HFHNE: >85% o TJfA%;20 nt ~ 20 kbAY o HLEYESS (ILM.) , (X
® CD34+/ApEsea): o TR 7: POl +20 nm e MRNA SER
CD34-Ab/LNP o ZHHEE (PDI) @ <0.2 o BRPKEST (LV.) , (U
o AFAFHLMA): Tri-GalNac/LNP, o ZetaF{: +15mV ER
20DODAP LNP e pH: 7.4+05 * FFARSMEES
o [BEEEE): SM10218PA LNP o E=: <4 EUMmI

o [ifi#E[@: 50DOTAP LNP,
COMP3 LNP

22

WE KT 0D VN W




3

A
<
>
=
B
e
X
EE
35

23

—uiTUmMRNA fRS3

BXRmRNARAR BEIG, BRAEIRE mRNA BEATEFA . LEMRNATIE T2HER M@ SmE0FR
T—IREEAI UMM mRNA VT EIREIERSS . HIEFIINN. BERGHFAEASIEERE. RRERUMEMENL
HENMRSEEESE, RE—WELRS.

=27l EREARN ek /AL Poly(A) Guarantee FRRIE M
MEFZILHZIEDFEALVT DNA iR 16N ER R

i : TSRS E & sk
ol DA RE SHFHEF MRNA SESHIER ”“’**“"f“ﬁﬁﬁ‘” TR
9 T #8200F B e 100% FEBIRIE o
f Poly(A) 2 E RN EE NN
EXHMEE PR e R T MR

At AEZFEE IR ?

5 @

FEMIVT mRNALEF=HIE TUHIFSHAINIZS ZHEHIE / TEMRNA
NEEER. FRAHE. BEZRITSHIEMRNARIAE EEABRS SHFERIAR
MRNAGREILNPEZ LM ERR/BLEEMRNART %



e

Kat

ERMEE

2 iRSS



4ot

N
vl

&
X
E
2]
e
AR
5

|| EEI3EZERSS

ERRBRIEBIYPCRES LM BAIDNARRFSINIHRENRN, SEEENN. #iR. =%, RERMRIFP—MIEEERNF
. SHRTLURERFRISREER, ERRBERIREN R BA NS MR .

IRS3¥ 1R

EFREHER TR

SC1023 o TERTHFMRIEXRBEARXNSHMES . )
. HEARIENES, RIHTORLRS, 5
(BPIEEERER) . BEEERIIOENFTERREEREG, WRE fa’;\f;“im* SRR, 51
SC1626 RIS U2 -

(EIRLEESIRER) | o EERUESTIGS ¢ FENRASWEIRNE, 10T TFEPALR

INBRERER, BRSNS RISERKR, RIERBRE

AR

* 4 ugATRRRIDNA (FHN ) 31 g T BHIDNA (EI5M ) o QCXf: COAXfF. WFELE. FiiEhL
EEEIN

o HESBROS MRIESEES (30 bplAM ) HRIR— P eliE o EEMRTES AR R

| ER X L

DFEMRURARZERIMRBEN ST . BERFLEFENEARNCIRE, FEEREABZRHNPEOIEELIHIRETRIISE
MEERSHIRARRRELRRE, NAERESHRARERESHIEREERKSHIRER, F— ERRENE, FEEaEBEMEK
REERIRISEI PR IEREINEERIZR TR . SR AE PR ERAAISS TN I IRSS o

RIAESEIE S

SRV RIS AR I EA 1 O R (B4R ) KB, BEERAK (WTE) NEERamIEES, BT
LRIBAROCRAEREE . IRSRITHHESNARaRTIE BIRIEOSS, EFNEEAR=4=ASE0RE, 1§19
PSR (DEREER ) BSRARER, NTETE N GEREEEEARNA, EHS, REIRSSSENER.

IRSS4F=

® 4 g, 10 pgfIz=ZET=4p = P~ ]
- e s . EMERISIRTR B
AR E H—MEERE N E 1 ofh e B R E Sl = o SEME(ISEHIRREE

FIEEIIIE
o B EEATS
IR EE<10,000bp KRR

e, DEWONOE®
Substitutions { A @G\F

>990090®

@
=
®
2
©©

A,

HN—REANZEBRFEEFY, BEREEREXGHENEARFI IR MR ERUSRENARE, FREEZMESIZB TN
1, LALCIIRAZ BRI SO BRSEEL

25



E

BB 5E3E X

BB SREE N R R RS $R P CRECRI A E I BN U EFNEYVRE TS —ERE B8R, RIMSMNERIRTEREE . Ba
AL KL ER0.1%-2%(1-20bp) EEZSEAISSEIRER .

>
P4
X
E
a
e
AR
5

AR5 B T
BB . BRIESBIT .
& SRR
S v . TSR . BT
. SEBREE: PCRFEMIRAE
BIERT N ERSS

SHRAMSER L ERS M AE Mt S M5 I NTZREN ERHBISFE, BIEERE T TRERARGETINED FILL, Hinsk
WEFNENRBUERLTFOME, FEMRER EAHBIFEARIEE IEREFRISIN .

ARSI

=EERT BRI —ifzCIRSS
REATNE R RHIE CREET RIS Y ER ETIERS
EBIEREE BN D BRIREZ A INSIRERAR

IRS3i¥1E

B 000600
SRR RITNHT9/20MERE ., BRFIE

#l, FRZBFRETE. 000 - O

Mutate to all 20 amino acids

}

e Sy g - 0000000000000000

_/|\§E§/|\BEZ’_EBﬁmggiEgﬁgﬁ§1ﬁzﬁ¥§&HE1 QEE .. L
20**%%@?0 ‘EEEJ¥E_]-I’_E%U ) g%gle*D*E*&*Etb;-\ﬁE . .

— N EERURRE,

- 0000000000000
- 00000000 0000R000 -

EHEASREXE o .H.. -

AR R S B S S 1 1
ISR RIS BIRA S . BRTTES, § 11 I 5B
SRR A S N R A0S, l I' = l l

, .R N D - -

Rz PRk
o FURSERISTFE o RBIEAREHEIAX IR
o (BN o HABSHIFERINRRENE

o WERK-ZHES

26



Ei

3
X
E
2]
e
AR
5

RENELBIRT
BRER

TERLIKE 34840 ELEEQE,JEEEF FrR38 P R E R SRR, =M KGN 55014, 12F 112 M EESERRT 1M BT
FHREBEFAERAYVEFIIMRTE, S (14+12+12) x19+1=T231958L L

I N L
191-204 263-274 313-324

o MEBEHZILF100% . BRI RER S MIT—

Codon 191-204 Codon 263-274 Codon 313-324

100% *
° IIIII'|'II'||| I|||I|IIIIII II"IIIIIIIl

80% i ol il l n.-l.lll-ll it ll'llll

THETHEHTR R TR EHHTTH T
o | ||I| IIII! I | I
20% ! !!-l NESERERQEELS

i L

o INRRRRRNREN] I| .|||||.|..|| 1]

wAuCrE DeGreFmlesHeKaeMeLaN=Q P S RuTuWmVeY

SHRRKITEIEHIND FENFFE, BRNEZEBRTAEENHERHESRER. Eilt. KNBESIZEBRAEMIRS, NEMATM
FRIEAHIZREIFIR! Trimers |23 MZEETREM M ER R =BZE ( Trimer phosphoramidites ) , XLEREAI=
BZE SARNEERN—XIN . EZMTrimers ¥WEAZBARERER, SREFIIFREVE, BaSRIRETERsIRIE HE.
SHIGIRHER A Trimer3 ¥ ERELETHIS (A KIRS , ATAF NIEERENE, SFRLEAEQI. FUATFE. YIERFES5%H
YA, BB EHENHR

60%

Cumulative % AA Representation

ARSSLE
BERERILARN —\ EERES. 7 BT, IR
@ B AFFREASR AN | E RS F RIS SR RN — 1t ® XSS EENTLES
SRR R ERE I ISR BRI TR tE R & BARAYEFS ’ RIS Tz I PR BRI R

CRISPR gRNA:Z EEARSESHIEEERNEETE, FHACRISPRERRENANSIUEE S REMRERAPHIFIAEREDE
BEERAFX, SHIHRCRISPR gRNAN EMIZEIREFI S 1AM, BREEMA. TEEFLSTHFILITE.,

ARS345E
o BEEE, NCSUFRRTURRISES o B—ER (90%/10%), BFFTULKF
o ERHUHERESIGER, PBRARE0.005EU/g

IRSB¥1E
BRS5258L naE gRNAHI=E
S EREBEEREPRgRNASIE (GeCKO gRNAXE ) NBF/NGF2EFREERZ R 3RE65gRNA/ER
CRISPR #£5#iEgRNAS [ ( SAM gRNAXZ ) NERVNREEFEPIEREE 35%gRNA/EH
Pathway-focused gRNASZ [ BT E R R KB RIPathway
Array gRNAGH IR & R AT b JI+-E
EHIGRNASLZE
Pool AREgRNAGRRLESTE—HE Eljvy sl
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Nt ARSS NG

MR

RIS bizjlesievaE= KBRS B Trimers83E 3 sgRNAXZ =

X EHIES

RENERELS AR T EEBNERSGH, ETUESIAKRENSHYE, SfhEELAREENSIMEHRA, 88 7TEH
5140, Trimer=BX3 ¥ 5SSEEFSETR MR, BHTESEEFMAIREESR

ZRF fFNaI e el T BRI EFRHA
A< R S
XERE | amum | mmy | SemHH HE o
NNNXIZZE 230 64 20 3 X = L35
NNK3ZZE 258 32 20 1 X BRE &
TrimersZJZE E.coli, Yeast A EH A EH 0 v = BRI
TEERT N E 258 A EH A EH A EF v = £
MEMERE
step step step
o e
1TERRIT Elk7 =y HERRFEREY
step step step step

M EIEAIE Prikvelz LR E*m*k%’f’]@
step step step

— —— — O
27l NGS/=(NF3EIE REXMEEE
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Il GenSmart™ fE&#FAigit

BEELZHFZITTE--GenSmart™ Design

R EERMAESRZEREMELIATSRAIARIR, MZRTFEEDES . EAFRA. RARRHIEREMENE . SR
EHEERAGRSEESEY, #HTELHMAZIT TE—GenSmart™ Design, Z& /g TEITH 7 EANEAZIT TEETF
BRIFMIES, B EARERITRIS/NETT, SCILTRFERYERINE, RNEEERAEREr = SRR EARTIRIT
GenSmart™ Designf & BEANR T IR FEIR TR AR D SR R EANRITHR . BEAIRITHERATEMCEAORT, BIERE
BEZA, REEMUE, BEFMN, BINRBIIRETHENRE. FRUXERIHRRENGS, SEEmAFRARIE, TATHER
RIR%E, RN ERITERSRK. BRI,

ety
s HETH, BRRE « BEMRBIRIERR FADNATTH
» RESHRENEL o RIHRARLRE, M

o BEAERBNT, KBILTF, BAGEE2,000+EMIEETE o S25AERE, BENRIERIETFE, BERTERIHRR
o EEHGenSmar™{ELITWERSE, THERSEFA

Il GenSmart™ E&ZE18F

GenSmart™ Codon Optimization2&E T2l AFES N ERFREZTMRNELZBFHHTIE, ERTEREYMREZEYER
LRI

SEIRFFA TEHAREEE (Population Immune Algorithm, RIS ZL 201980050408.0 ) GABHMREFZMBEFIE, HEETE
RAFREWSHAEZN, ERMNENZBCENES, BSEATANEE, HMAHERATENRE .. ZEAMEHIGIE 7 HB200fPER
FARZIMEE, REMAR, SHHNELTIEEESHEEFE ., BIIGenSmart™ Codon Optimization, S MEEENSHTESILILL,
ROJsr8ES8eER.

RS
o
z &3 3
L] s S
EiE ZERESH RACHIE:% FSIN e ES
BEELTE, —#iht s ISIE T B 200FhE = B REE HU BRI
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