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Ay
=27V A A sE]| ElEY =151 EEEMH FEEIEE FREEH:
wigit =211 1N

ERUBRSE

IRSS &R HERKE B FE3Z (T EHA IRS34Em

KETEEEH <5kb 3x RET2/NES, FEHRNE(T
EIEEE SR <8kb 5% IERRSS , F51100%
GenBrick™ EX & >8kb 23% BRIKIA200 kbEE FER
FRIRREE SR = = IREAFSINDERIRESKAISCINIC T, BoaMsNERHRE

%Hﬁiﬁﬂﬂiﬁi HRARER, JURESECFHIUHNERSHRBRSE . RIIEFAENSEERSHRSUEFF RN TN AEIZ

, BRRUERRIRMS REMS AR FER .
‘ S

£F=8END BESR HRIE3Z (T
BFHF8821Z bp 100%/75 ) #EHs HRZE72/\EF
ERERATKIA200 kb (EEEAFIEE RRTRATER > 99%

ARS5¥I5

HERKE REEEHR* iF
< 1,500 bp 5+
1,500-3,000 bp 8+
EEEIA
3,000-5,000 bp 10+
5,000-8,000 bp 15+

* ASEEBE TIFR SR TEHEE E.coli MR PHEAERRS, WS ERSISANGER, BBSESIMR.
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BREZIRNERERSS

ERFIFRAERZRSS (Gene to Plasmid, GTP) FfifE, RMMNERSAEIRARI—AUBRAS R, SKEE20SFNEREN
MRS RERNEETS, BHEFERMRE. ERMEET. EEFASSMNATRERE, EEFMmERABRD F. 18
RTEMNERSNSENRS, FIWVSEBRGEE—, FERA—F, Wi

=ty
RSBZAE
1700 bp 1 BRI PIIES ST
10 pg/100 g/ . PN, Z PN/ BirEEFINE | 2.B25eLkE) > 75%
200pg/500 g | YOOUFE | STEABE | “ppsan | (SangerNGS) | 3.ABZWE (<05EU/Mg, < 01 EU/g)
701-1,500 bp 4. HHE
. RITIARIES, BEFEEA
«
GenSmart™ Zi3F{i{t TH
@ > 10 % SCI BATIE{TIFEHEIE33RIE, #%5|H = 8,000 /X @ 2 2 65 MEEEY
jﬁ{:?;ge Reviews Drug Discovery ZXiEH#EF AR ZHE T WECHEESEE, D% 5 TSNS
IR
Codon usage: IDT JC GA GS IDT-GS
OE EBEOM®E
e David R. Liu, Ph.D.

Principal Investigator

SHIRNEBFRERIILTE X
Liu Laboratory

hER, FSNRENESH

HEK2 HEK3 HEK4  RNF2 EMX1 18 fZ,
(C4, C6) (C4, C5) (c5)  (C8) (C5, C6)

Base Editor
Richard Merkin Professor

0:

% of total sequencing reads
with target C+G converted to T-A

Reference: Dr. Liu’s laboratory at Harvard University; Koblan WL et al. 2018. Improving
cytidine and adenine base editors by expression optimization and ancestral

reconstruction. Nature Biotechnology

SR RERATHERMANBIIUSR, TEEEENERFRREEEERFNEEVE, SENRED FMEEDETAENE. 5
LEEIRT, FANERERERIRM 150 SIhRIAZLIA,

RiEZ(T, FRIURERE 100%

B RFRIAEE
IHELENMI RS BEEREARR HIRBESIBRBERR FEREARERS
PCcDNA3.1(+) pAO815 pBacPAK8 pBluescript Il KS(-)
PCcDNA3.1(-) pPIC 35k pBacPAK9 pBluescript Il SK(-)
pcDNA3.1(+)_myc-His A pPIC9 pPACG2T pET-3a

B 235 RIF BT https://www.genscript.com.cn/express-cloning-vector-list.html
i @I R ARIRM EIARKEKR, MATFRERIERS; ZRSIRESMHEMERZERHT, MMM BIERA pUCS? FTH, (3T E BERR LA EARK LA RV RKE
RUEIFFEE R AN RIS X L AT/ B AY, 15X R gene@genscript.com.cn,
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VectorArk™ & CloneArk™

£H#% VectorArk™/CloneArk™ RFENEFIRHESERHTHEASRENTY. HEREANFE., ZAFH=ZDHEMN: FEASE., H
ZRFZNERRSK . BRBENTEFCHKE, BTE GenSmart™ Design FEAAE A S F A T EH TR .

Turnaround Time

mRNA Applied
Vectors

36% {
WV/

17%{

@ VectorArk™ Vectors

Lentiviral Vectors

AAV Vectors

Mail-in Vectors

SmEHAEET, ZSEAREERE

FRHI IS ARSS

E1E 20 RELWINE, SHIREAL DNA FISRSTIREMELTE. EHWEERESEFICIRSES, 2E~IF MRNA 5. BEHKE
F=. CRISPR/Cas9 SLIEIENEEFIA, NEEAAZIREMRFMERISESEH.

Y
& Q) d,
LhEmEL RER=[:R[E1]27ZS 2HEEHNRESRES
Poly (A). ITR REfM RZE2 KEIAJRRAS HBIZNELLFIFN A B ZRKFIEIR
SEl ErEmiEIBER AR AR R AIERRIDNA
—— = =
LHEHEHCES, BHEZHHARER
F—3 $FTH g=%
[RHKIDNA [RHIDNA [RHIDNA
FENA kg > 80% supercoiled > 90% supercoiled
e > 10 ug > 10 ug 2 5mg
BIZBELL (] BRatBighe > 80%BIZ}E > 90%FBIRHE
< 0.1EU/ug
=2 v BRS= B < 0.01 EU/ug
RBZNF < 0.01EU/ug 57096(?)15?6739 < 0.005 EU/ug
RASEER 21 BARR 3P BEABER 2[Ef2
© MR EEEFIEFRIE
BRSS1E © RIEANERREEHIMINRS

#iE:

© SHEZIRAIFI NS SR FAREER

RSBIENE: (B IRIEE R IR IKE RITNBEIEL S BXMIERT, RSHIRIRAE (TYB IR 51X T80%,

BRSEHE: FEASRSE. HXAMERR, BettffRRTYASZRKFEF0LEU/ g,
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EHMEPIINARSS , BhDISAIBRRIERF

—— prese

- 2FAE - ZIRIKSZUE - BEEFTRE - AAV ITR {HIF
(Sanger/NGS/Nanopore) - BRSNS SR, - TCEIMDIRAE TS - Poly(A) 1R

- BRBRIEEED T - EREEE  FIER/ - TR - KM

- pH (B I AT

- TEITIE - BRI

IVT mRNA EiRfERE =

SHIFRBIH IVT mRNA BIRIRAS RO HBRMAE . poly (A)FFURIEA DNA, BiR 6 N TIERRTIRS; FRREREN, HAAER
B RFEER, CERTERRE A T ERIRAH.
Poly(A) £RIEARSS

¥ Poly (A) IRERS SFRAHISRESES, TLMEWLETTHIE — BIEXA GenStable™ Poly (A) BkHITH &, BEITYT Poly (A) &5
W, WRERBE. REd5.

Poly(A) fRIERRSS

Poly(A) #i8 Poly(A) < ERIFERIR/E ABARRELU BRI
70-90 A=N=#3 nt 2 70% Supercoiled
91-110 A=N=4 nt > 60% Supercoiled
111-125 A=N=5 nt > 50% Supercoiled

>125 Fif

LR

“\ ’\\, Il m I w l

(A |
U vy w J” w [TV m JU wmuwumwu

SR Poly (A)
sanger Il 8] 2T SHTIEE]

MRNAEFR)E K GenStable™ Poly (A) Etk

EHREEHARR MRNA RREAES T poly (A) 551, IR poly (A) BRREMMS, NARIMERRNATREE RN BRAT F =M
BHRE,

GS-mK

Hilk mRNA {55 GenStable™ Poly (A) EHRECAER, AIE/ URERHERF poly (A) BAVIREM
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mRNA [RRIZ& LIRSS

SHIRAIBAZ MU IRSS IR ST, AIRIEE PRAEERAAARTREF T mBEs SRS, I DJFRAFINERIBHRE.

®

Poly(A)RRHIHIE XSRS oEE TR ARIQCIR &
70~150 bp AISESRIIRS HPLCEEEAN . SEE%EE.
AT HERT R TEEMMEDNA, NS=%
REZKE < 0.01EU/ug < 0.01EU/ug
st e (s I P (S
LML F=ADRRA RSB IK (5w ) HPLC (>95%)
TBEQDNASLES IRREAERRARERIK (< 159/FRAH ) gPCR (<5%)
SERER N/A Nano-orange < 2%
RNAB%EE IRASFEREREIK (RIS ) RSHEERAEIK (RS )
Add-on QC ERINSEER, ZRAGN, RIBSZHEQN, HPLC, TaWpiRMEAEr=, £5%%, Nicked FRAUAME, FZINAEQC

M TE, BRBIERA (<1%) & ELEERE (< 1% ) & BAEEELTY), SNBSS RIEIECRNEEZES

Cell-free mRNA &R RS

SR AEIRMEER . BEEENY IVT-ready BEIRFEASZR, KEBCell-freel 18R, 3 NIIEHRIAIRNISREENR, ASEE MRNA
RIRMHIRESIR

N
s REATLIEH ™~

HEAR & HE Cell-free /1 [i=37IEs 3 304 DNAZE{L Qciain IVT-Ready DNA

L I 2N 2. [ ey A
/ ) —_— 7 \&7/ : | . e
U R @/ —— \%) o S

. REINIER /

RE6TIEH

Poly(A) {FiIE

OSBRI IVT SUAIE, B
BAHERZR

TRIATESR. ASER
&3 DNA

N2 RVAR Y
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AAV EIRFRGE

SHTE—ILT, AAV RRIFRRAEZSTEMRR ITR F2EM 0, B4 GenStable™ FEERE. AAV ERIEAA, @iT Sanger #1 Nanopore [F3156
iE, RIEER ITR ESHF04EE, 5 AAV BEN T ES5HENRANRETERE,

ITR STEE MG
EHTIE ITR 4551 Sanger il 5% Nanopore iR AIGIERFS], SATREMRIET ITR SERTREN.

Nanopore Sequencing of ITR Region
3C6G6CCGCAGGAACCCCTAGTGATGGAGT TGGCCACTCCC TCTCTGCGCGC TCGGTACCTCAC TG AGE ACGAGOGACCTAGTGTC AACCCAG AAMT GACT GAACCCC AA/ 000
o

N . ,
3 sanger U | il i s000
Wil i ML % 4000
366CCGEAGG AACCCC TAG TBATGGAGTTGGCCAC TCOCT CTCTBEGCGCTCGCTCOCTCACTE CCARAGGT H ITR Integrity

& 2000 Plasmid A | 97.4%
£ 8F Sanger E 0 PlasmidB | 53.1%

Wildtype AAV2 ITR Region

—— Plasmid A —— Plasmid B

456 Sanger UF 75 A RIE ITR US4 &R ITR Nanopore JUFRAERIZML ITR AV E

AAV EFE K& GenStable™ ITR EH| &1k
BEFER AAV TR, SEENFRIE ITR FIFREMFF ALY GenStable™ ITR EFER, R ITR WS ETEM.,

ITR Sequence Integrity over 10 Generations

ITR Sequence Integrit: er 10
(SmalDigestion) pmpiadgiicay ol

Generations (Nanopore Sequencing)

so% To0%
£ 4o
H z
&aon 5 pUC57-Kan + NEB Stable Strain
o 2
AAVeAcpgll’led g2m e, pGS-AAV2-Kan + NEB Stable Strain
£ 10w
& pUC57-Kan + GenStable™ ITR Strain
o : y 0%
coe e e e8E0 © @ w0 PGS-AAV2-Kan + GenStable™ ITR Strain
Propagation Generations Propagarton Generations

Aav2 3TTR

GenScript AAV vectors, when paired with the GenStable™ ITR strain, preserve ITR integrity over ten generations

DNA 58N JE

SRS

EERRFNsEIE E RS E HHEEREE
widType @@ 00O @® widType @@ o0 WidType @@ W v [ ]
f—A—V
Mutant1 000000 Sitel 00 0000 Mutantl [ AR 4 v o
Mut:antz 00 0000 Sit:e2 000 000 Mut:antz [ T4 v [ )
mitant2o @@V OOOO® sien’ 00000 0O MutantN @O W v Y
HU—SBANKERROFS, BERTEEPNESEA HH—SEBANZEREDFS, BYRTERERENES HE—SEENRERRDFS, BUREE— RSN XA
DEMN SRTMBIMIL 20 S ER, LU NABEIE RARFEFETRIELMNE B S5 T S SMY19/205 DEEEZN NN RERN SR RN B IMY19/20F a E
R SRR o SRR, LIRS MR SRERANE, —RR B, LULITRIAS MR ST . RIS A
RE—NaERUS, BEFINERBLERFE—ER [EBMR, BRFIFMERBLFESNQERAS
Rz,
== iy
o RIS ER NGS D
174 MLRIBFISREEELI 99.85% MIS MBI 100% IS —576,
100%
(Il |'|||||| ||':'|||||“|| OGO OGO
! | | | | I | |
|l [ttt ATt A"
% 60%
5
% 40%
g 30%
10%
O%yyﬁyﬁ&“yﬁf@%&f@ ‘?Vo}v?&v?”vy qﬁv@?@@g\vﬁv@f},@é«gﬁ S oF PP P PP LR PP PRSP SO
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CRISPR gRNA X [Z&E

E#{k CRISPR gRNA &

\‘; a1,
OOuO gt 2
\‘; \‘ g, "0
e Lo '
X UOO
ST I

) 2
gRNA iZit gRNA Oligo &% RIS NEY 18 NGS Validation Lentivirus Package

ST ST TN

Kt MMHEEMRNENXFSEBEZERSRESAFE, HITREESEFHMIRNANE, LNLEESY—5%H, EBICRISPRAE
f&. CRISPR & (CRISPRa) & CRISPR 14l (CRISPRi) RFH.

o : TJ5eEZ Dual &} All-In-One— CRISPR #fA ( $R5KE5
SEEE. 2 NGS WIFEEE > 999 . :

@ . e e A @ =IE) , ATREEEEEHEE

RO oA EENRLERTALS, BTREENRE @ RATSERISETES, RE% 28

MES CRISPR GeCKO/SAM [&HHIS

+ 3 Broad W FEFRIZINAYFRLSIE gRNA XX & « IRBENET AT
« T2t All-in-one % Dual iBiEE (AR - IRt SHERSESEE

GenSmart™ 2.0 &1 JWES

DHBESHUMELTRERR, SHHEHTTR GenSmart™ 2.0 E&ITWFE . EUT O FENFRSEMIALTEFS, GenSmart™
20T WA N REREH, RNAISNTRESRS . ERGHTRRITEFIST, EXAEREEXENER, ZRFRURET
HEFRE. EEEMIRIBRRMEERE.

@iz

IS e
RERE.
g AR éé% BEFHA

) FHigE: ‘
) EEHHNARSS E Tk
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IVT mRNA &
LNPHRSS




737

EFRA / UTRIEGIZT

TIg4EMa EHRERERE R
EMEEMRNAS IR Cap0 (GenSmart™ st X5 ) , £&
> 200FHINRFITAL, 32
HEAFLE
o TEEFIRIERY UTR 51

Capl AG: m7G(5")pppA(2'-0-Me)pG
Capl AU: m7G(5")pppA(2'-0-Me)pU
SHIRERIMERAR

Hith: ZFIRMHIBSED

o>

FIKRNAS EEIRSS e

SEAQCIZIR IHRE(E Rz Poly(ANE

oa) A F= QC A, XIFRAHRAFRH IREE
E;riE RNA | | EEEE% Eéﬁl:l , NE*”ATHH-EZ}? Ni-Me-

%51 22, mRNAKE. E. 5moU
Poly(A)EE 5meC & V¥

Vnili=a =4 (254
4ERE: A260/280. STEEME. NANEER Cy5-UTP or Thio-CTP

ZMER: BEAE . DNAJKE . y
dsRNA. mRNA EZEE(K . mRNAR Unmodified
B 5-Biotin modified

H#/4B@/ReadyEdit LNP Ze: NER. LNRE N6-methyl-A
Elfth: 4. pHZE 5-lodo-C, 5-lodo-U
B3RS

Poly(A)KFE
* 100A

o EHULIKE < 120A
e JcPolyA

SHImRNARBLN FﬂE% " .
al R EELE, W
'/

EIE%T @E%ﬁfﬁ
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SXHMERMBWEEMRNAGIFIFES

EHFRMRNA-LNPES: NG FRit2ARIEIERN—IAzURR G =

T2, KNAMUERRSIRESE, TR RNA IEAKIKEKE, KIETEERSGK. IVT mRNA RIZERIBEQEHAVRERR, H11T
BT TEN—uZ0 MRNA-LNP &, BENER AL, EESM. BRASIE. IVT mRNA 47 (8iE&M mRNA. B 18 RNA. IR
RNA) , BIZZER INP Fk (EM. 0. ERRBETH) , FEHEERIMERARIISHYLRFETE. FAUENZE T, BE
B9 Poly(A) =4l St TEMERMBRANIZL, BERFEN—HMESERE, ANEESH UTRIZIT. ERHARS LNPEBERSE
—E N EF SERFERS R, URFESH MRNA S LNP ISR, EEZIET BaENRIRT (mRNARZE2ERMT) , HMNBHOTF
ARASFLEPIREER. TTRUNBARBASR, REER. 2RRE. fEEERART EERIANACIF ST,

BUFMKEENFE, DNIERNASEH
SHFHIKIEMEIRNASLNPES, ImRNATT A, BESEAST . LRF— R SRR AREE S SIS, (RN EBRIELR

SCPRM AR
m ",
N 4 N 4
mRNAYTF% HESHEETT BESRETE
AASHEK - TEEAMK - YRk ERmE - FRSBE - @7 EFR JEiE - BRm - ETFRNANRET A
FHIERIVT mRNAFIFERE: MEESKEILNPEE
ERFRL / A ey : ZHEmRNA / FRIKRNA BERRAEK (LNP)
UTRGHRH EESH > BMBIEREME > T mgmpnagie 7 3
o BRTFMIEFEHERKIA ¢ 100 bp-200 KbHHIE o BDREIRIE LR * RUOZEPreclinicalt3l, £  « 0.1 mgZEsehd
=) Ham i . MR MRNA
o HIRRBIZERIPloy(A)E
o SEREANERE T o SREERETR 1, KEREKRE+/-5nt o BRI (Oligo dT,  « TJREKE20 kbLAAHI
1k, &> 200FEZIEH £ poly(AWIEEE ZBRdsRNAZ ) , £HQC mRNA
g * EO N = 14eIm
TG {ZS = o EH/EE)/ReadyEdit
o TEEFFIGIERY UTR 551 o EREMEIVTENZRE (EE4mEE ) LNPOJiE

2[3

BIEEHIEmRNAS FEIRSS
MEEZIMRNA, 2EHRESLH*!

“EATF<3kbFA, <2 mgltg, SZIF2(8IH. CapliNigAz100A Poly(A)E.

-11-



FREIZEBMRNABILLE:

EMZ&HEMRNA

B ERNA

Replicase gene — GOl —.

HIARNA

“xon

1%, FRSH3YE, BEREIMD

%, FESH3E, SWREEIMD

ARG, THMAYS RIS, &

&
B ilE] g il AWILERIMIIEBRERE
PEkiEE 5' Cap: 5' Cap: EFEEHNGLSR (IRES) : [BEhE)
ZHRER FEEhENR, [EmRNAEISE FEEhENZ, fEmRNAEIEE iF
- TR AR ERE - TR FAMEAERE - AIHTERFAMEAERE
ORF KE KE X8
- AIATIEERE, AliaMly o AT TIREE, flgim5C - ORF{£E< 4kb
+ ORFEE < 20kb « ORF<[E< 6kb
5'iHFI3IHAYUTREEHTIZEFMRNA 53 IRHIUTRESHIIZEFFMRNA BEINARNA: B&IRES+PIE+E
UTR BRREME, (EHEMRNAERE HORRREN, SHIESEHMRNARY fthrois
BEREH FEIARNA: IRES ( 438 )
Poly(A)R %}l—mRNAE%%fE’TEE, BEBMRNA %ﬁmRNAE’%%ETE, BB MRNA FEE
(=5:73 5
EAFIEE +++ & ++t+++ 5 ++++ 5
ERFILE=H +++ 598 +++++ KAYHE, FEHES ++++ KT ERRE
wREEE ++++ +E o+ ChEs
FIEFTK A= 4 +++ %
BUFrE +++ —fi% ++++ FE0 +++++ FER

IVT mRNA. IFIRRNA.
B t8RNARLNPIISS =5

SERERNAFILNPILE 0 — BI ORI S EURT, STHELI !

HETRESFE




FIRRNA ( circRNA ) SEEIRSS

%8I (GenScript) BIMARNA (circRNA) S ESIRE=MERIAG L, THERBERNA ( PIELAENEREMAEIARNA ) FI3E
FRRBEIRNA ( TAZEZES AWENTREIKRNA) MSHWENX, TZNATRET A, EEBRTE. BB K. ERRE. MRZEA
7. REET. EMinEMEIISES NG, NEMARAIGRBINAE, SEFRRIARNAGHFALEIFRASSHEAL R, WITRER
ZELE, MEEZEL, TRESREELI.

AFRIB5IERB N AN =MIF LR

PIE;ZHIRIERIFIARNA PIE;ZI9Z2RIT/RIFIARNA T4EEESEEENTIRIFIARNA
Sron
SRRIBEIRNA, EEESHIRE

FIBERNA, BFEEEA BT THRIBRNA

ERRPIEAS BB ScarF fEFPIEIAS B AE ScarF5 ERT4EEE SRS

FIHIFIARNA HIFRIRRNA “Scar’FFIHIFRIARNA
IR 5 kb 5 kb 2 kb
REFFIHAER IRES + Scar/%%l + ORF IRES + ORF = PR ET

TIRFIARNAELLERIFIARNARILH EIF A A RIX

EGFP RNA in HEK293T Cells EGFP RNA in Jurkat Cells
RERNAFZE (ZMEMRNA. BRETOK
} . 4 15 m 24H 0.15 m24H
RNA. Z/RIIKRNA) FEFMFIEER B masH 450

m 72H m 72H

Million
Million

HEK293T ( ABRS4MAE ) F0Jurkat ( AT
MR MAMIE ) FRIENRSER

10
: ) m 6D
- \ 8D 8D
REMMILERER, TRIARNAE 5 5 Z 005
MlE, EeRERADHEFTRSNTE, a I , I I -
N | | [ I N .

MFBREFARNAFIZ EMRNA, , : : !
Linear mRNA  circ-Scar  circ-Scarless Linear mMRNA  circ-Scar  circ-Scarless

B 1ERNA ( saRNA ) SRS

B ERNA (BIRABEHIRNA, saRNA) 2—EEHIIMRNA, SEBMISEHIME, TMARAERY 1S, NMLUERFSIIER, BiFA
NEBXRIA. SifnTREESHsaRNARIT, KEFTE, URERARRENABER, BhEmEflar i mitRiErR.

o

U

N,
e afl

Q

TSR E TR IR SRR RIARED SMFFTIFS TR
IR AREEIR (2RIEEH) , B/EHIMRNABIT SLINEESR ERFA ZIPEIGUEAIEARTTIE
HERERENEFTZ FNES=F.5oN FE LR T s R AR

-13 -



AERRANKHL (LNP ) B3RS

THIREHEMAINPEHRS, BIMARIERESSHEHETIEIZ, BIRNANRELESEMFIARE, SKIMRNA. DNAFZIRZEH]
BAEEE, FARMEM. EOESHEWIENLNPET, FESERGM. FRHIERIVT RNAZIRS TEfE, AR SIRRETF R IEMH
—uhE. &M

N

(‘“ﬁ

&,

Q

SHOEFUIERLNPE STk, 1& IR R MBERE R B /S (L BLEE A ReadyEdit ( ER%®iE ) LNP, {551

FFmRNA. circRNA. saRNA. LNPECTS, SCIINTRFERIEsERN JBCRISPR mRNAR AR STILAILNP

siRNA. ASO. sgRNA. DNAZZF FEAERIE BERGESES, WHsHNERR
ZRINIZFR AT b= {vasE!

RiEEFILLBEARLNPIREFE:

EHLNPES S ZAQCIEIR
> SMETBFUIERAIE > EE1ER: > 85%
- MC3 * ALCO315 > Bk R T4 %5: POl £ 20 nm
- SM102 - LPO1 > SHEES (PDI) <02
> AEFMIIRIRE, Amik2 mg/mL (BRARE T
< 0.4 mg/mL )

> RS, TSR, BeRER > PH: 7405

» WS=: <4 EU/mL

BRS3HE $LELNPESS

> ETEE20 nt-20 kb MRNA EEA B B SEELNPEES]
> TJfAF0.1 mgEZHAIMRNA CD3-Ab/LNP THHRE Be{A{BEXEY
i ' ' CD34-Ab/LNP CD34-+4Aj FRiAfBEREY
> BT EIERN ) SR STRNAY G AL Tri-GalNac/LNP  FTHE (BTSCARARAE)  Eeifq{@Exsy

SgRNA / DNAZE X

20DODAP LNP FFAE [Ty =Lyt dii)
SM10218PALNP  FEfE [y =Lyt i)
50DOTAP LNP i 3 Bt Ey

-14 -



FE@LNPERIS=
=151 #1

CD3[ ZRATFTHLTHREE, STHMZNR (TCR) FSESRKRANEREMAS, COMNKTBRAETHRITCY . B
EXCD3fUARIRIELNPEERATARPAIRIL, EIHEELNPIEMRERIS HFIRIA.

eGFP-mRNA/LNP in Primary T Cells

100 H Il Ab+ W1

= - Ab- W1

80 - I Ab+W2

Hl Ab- W2

60 Il Ab+W3

R s M Ab-w3
& 40—
20
0 -

10 50 150
Dose (ng)

}5eGFP mRNA ( N1-methyl-pseU ) 73 5IE5EESM102-LNPF R (& 16 T HLACDIFLIARISMI02-LNPH, FEFRARFIE (10-150 ng ) F5EHY
MRNAS RTINS 24/007 . ERRIAEUICNeGFPAIRIX, W1, W2FIW3RTRABAVEIESEM. TICD3MMAMEIHAISM102-LNPEE
= 7 eGFP mRNATE R THIEFAVEIEE, REFAE T IRENEE.

=M1 #2

Tri-GalNACEHAIEHRILNPIE S BT IS RiXAIASGPRIBISSCIEE E5EIE, 1I2FBFIRMRNAZIL,

* Kk

| ns ‘

eGFP-mRNA/LNP in mice

Total lysate 40000 o GL Vehicle
§ 30000 e G2: GFP LNP
G3: GalNac- [ @ 0.3 mgrkyg
) G2: GFP LNP 9
G1: Vehicle @0.3 mglkg GFP LNP & 20000 ® G3: GalNac-GFP
' @0.3 mg/kg 2 LNP @ 0.3 mg/k
§ 10000 3 mo/kg
GFP - s e Z A%
% 100
- 50
B-Aclln——'——————\—--—-“ 0

Group

$5eGFP mRNA ( N1-methyl-pseU ) 25385 ZEESM102-LNPRZ (& 1% T Tri-GalNacHISM102-LNP, {#F30.3 mg/kghIRI EiEid Esbki 572!
INBIRA . 24/0B0fE, WEEFFELR/NERTIEARLR, 1BiTWestern blotiGilIZE R P RIeGFPRIAIER . Tri-GalNac/Z1HHISM102-LNP4E
(G3) FE/NEAFHEF EEEE TeGFPIVRIEL, EIIH BERAVFT IEEEEBIERTE
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S IR R

S MugE kg 5IHIDNAS |4 (t’w‘_218 nt) F{LFSRRNA
NEFMET, BAOBEREME. 128 (gPCR. NGS) 587
I T R A S U

DNAS3|4] RNAS Rk qPCRiF§t
« KjA218 nt, pgFlkgsk « KjA266 nt, pgZlkgZk « TagMani®t/3 14
* 200+FMEIB R EHHQC « 200+FPIETH, fHESIX98% * INFISHRAR

NGS5|4] siRNA/ASO Hite

« B2 SLAREH/EIE Y/ Z B . i§i+/AEE/Li9§/ﬁ%iiE « Trimer Oligo/CpG/Oligo dT/
18519 SR X08% Aptamer/tRNA

« RYBHREFRE0.01% - XIFEHIFER

= @ & ol

23+FLRE SiRNA/ASO SRR E4m5 149 / <8&5 11 T EIMEE R
EHHHRLINEREM NigLH &R, EBEREIEIIE SEEHNFHR, EamR ug El kg %




IMZBRE T & IRSS

SHIRREEERIT. G, BIX. HIEFEMDSNAIRARRTTZE, INESIRNATIASOLIFTA . FAHRMHETILIRS, STFARER
FMEIMSIRNAIRIES FRIKRIL, AL THIE. RARIEEEAVRSESYITFERAMIIRRE R

AIF5RItT =212 EBIXTTE kS EY ST

(3%i2) (axi2) (2@#) (2/AE)
TRIEBRERIZITSIRNASL HgZEKgZSIRNA / ASO, SIRNA/ASO SHT{F/ZRA/BE SMIMRNAZLE F7K B
ASOFF, AIFMIMEIRmSIRNA RAZEGMPESI, S5 [RIBEX, GalNAcl&lm, R, FREME. RIEYR. 2E
TTERRER SEEEM LNPEL%E Bk, MpSsHS
- IRELRERMMUIZITE  |D| « BIAHPLCANL, MS/HPLC |D| « ZBITWHOEESTR, ST D] - SEEME, SRS
ig, RINFEFTEER B, fBE> 90%, iHtRiE LEsiE, iF RHIC,,, EREE, B
2 e AOC/POCEFF k& St
. BRI RS, XIF . IRHBEEN, BFHRE . BF. B BERE. TRRESS . RIEEER S
Ilfe R B EN 4D L 36 RO AR iz T, ARSI FhEELNP =, BEE
Lvizn]E2ali==

afl & oo

AlFFg, EiEE RNFEE, BRI —iE=UiRSS, B
o IRIESLERMRITIBEE, SEWKIERT o WIBIT. &k, HEEIZREURIERFS!, o AT RAIBIMEA R E S
BAERI£98% R0 « ug-kg#RBl, RUOZEGMPRZI
o AIBRENZITHEIRH % o 2+FBIZHER A EN . S ER I
o IREMENEER, BEMmEMA o REES P EAFIZRE RTE

o SHiHEIRTRSEMDIEN
siRNA 3 1% 1 §FkIRSS
SIS, EBH, DR » 75%

IRSSBTR RSSAE ikl e =)

* AIFFIIZTT
* 3%FSIRNA (E3IE#RER ) : 5 nmol x 3
SIRNA 3{F1 * PAMEXTER: 2 nmol RNase free HPLC @ﬁéﬂiﬁfitﬁ (;7}1)/\ ) -
ERESS - [AtERIER: 2 nmol (45 > 90% ) TR/
B (ATik)
* FAMFRICRIFBIERSFR: 2nmol
» ThEK: 1mL

siRNA/ASO & RiIRSZ
WES, HRaREEET

SIRNA 20-30nt 2 nmol-kg 51 RNase free HPLC |  Srisdifihis (LNA). Bt itk iri
ASO 15-30 nt 5 nmol-kg 23 (L85 2 90% ) RIS 2002

* B ESTEWRDFT . SHEEIRASIRNA. ASO. mRNA, aptamer, tRNA. saRNA (/NEIERNA ) EZH=RRETILE RS -

-18 -



IMZER S THIEARSS
—uhTCIR T/ & AR/ ik

HitE®
© 63, 5hATiE © 81, 107 7Tie

BRER

9 12FA, 17hA7iEE
S NRE RS SIS RRFIRY
SBEANIC,,
({E1HSiRNA / EZBIFHIASO )

KRR AITTZRRIER KRR RTTIBASIEZRANIC,
( SIRNAfRSE / EERIEIFAIASO ) ( SIRNAIRSE / [EERIEIHRAYASO )

o HIEESR, ALUEE20. 50, 100, 200%57 ( SREEHIE5051E )
o BJiE: IBASEEE (MRNAZKFESRERKT )  BHIBICEIS . BB, IREESITE

IMEERZSIBEXARSS
SIRNA/ASO SHUA/EA/ZINEIBE, STIFIDmikX

IRS3BFR (BEXEE AR BEXEE @S F2EE

 HUA/EH: <1000 kDa
« ZRK: 1~40AA
- Hith: IBEIEZ/GalNACE

i\ « Oligo (AOC): 3-60 nt
1BEXARSS » Oligo (POC): 3-130 nt

* AOC: 0.5-100 mg
« POC: 0.2-20 mg

afl D alg L

RUBNTZE, SESIX 95% f =t e L SENE Y RISHRELE 0.01% 59%
qPCREID (TaqMantR$t/Z14 ) D s sl
4R HoZlkgdR; 2002 FMEL
s &L ; HPLC/HPLC+
ZHAQC MW=0.05% (JBIFESI-MS ) ; HPLCZEE ( HPLC / HPLC+Z:3! )
AJiEQC NESHAG (HSC). TABRIIEEEN (NTC); SeeAstiLEan \ NGSHE B EZ/M /R SRR

* SHTRIRHLE 1SO 13485 IMIERT gPCR/NGS 51, FAFMDXHAISHIIGARERR

DNAS |/t ZS& B RNA

+ Kik218 nt e 4-266nt
HEFERED . LgElkgR . ugElkgf
ikt BrEhE HPLC/HPLC+ B EhaRNase-free HPLC
o EREREI. SRR . REREI. [BEREn. HEREm. SRR, FRER.
=z HbEIHRER
. MW= 0.05% ( iBIFESI-MS) ;
iAac HPLC#AEE ( HPLC / HPLC+4%3I )
« LC-MS/MSilIE= o SEHpRERGN
aJi£QcC o pH & * Purity by PAGE
o TAFIFREN « TEA Eh5X BRI

-19 -
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=197
RUO £ cGMP

FEREHREEERR, RUER(TR=

£ HrimeE £ BRWMSEHIZ NS iR D RIBMHE, RENBW IR IGRFFT —ubzix
550 MARUOZRBICCMPN S hk, IMEERIZINEM. MESHIERZIm. HNE

BT WA SRS, BN E S IR 5T ERSE I SR

oo
REIXZAT AISERImIR

. ENORFTRERE . > 9B%BHAMME
- 300

ND4
oy
& o
o o
ot 2
N
s

RUO %= cGMP BRZKF=m
o FTEHURER & APl &AL * 200+, BEMRE. 2

. F. R EMFTA
o ¥JEHPLCAETL, mgZEkgik

4
%’t
FENERE

o 20+FZREMER
* 10,000+£EEH

FELITH
* HERTE, MERFRERE
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Z G RBRSS

(4
-
REIXRZZAT AfEmR E&IT, fHeEahuE
BN AR IR R HE R8N B S T ERIQCIAR TEITE), MNEHRTHE
EHZRERk FastZBk&*** | RushSIK&RK*** AR SEILRERE HERKE
(FRS34R=SC1208) | (BRS34wSSC1848) | (ARSZMSSC1845) |  (FRSZHRSSC1177) (BRS34=5C1487) (BRS34"=5C1695)
E=AE3Z(TEHA* 9-17K 15-20K% 15-20%
FIRE 1K1K 200AA 5-25AA 5-25AA 5-15AA | 16-25AA | 5-15AA | 16-25AA 5-25AA
e R~ > 98% R~ > 98% pistr HER > 70% %= > 98% R
g * mg ~ kg T]iX100 mg 1-9 mg 0.2-0.5mg

AT RIS, HIER, MEEESIMNERFISEIIQC, FIfRELMK,
REZMTEINTIEE20 mgz ARNTER, ERATENSHEMIIRES IS MRS .
IR IR B IEFastZ RS BARSS FIRUShZ AR S BLUARSS «

EHEAYSIHSEE

[ pegylation ) IR C:ci:2tion

M ssmimencs BANRMEIZHEIRS, UBRESHARER. XLEEMHTLL
> IS SRIEREEY, NEEEMUSEIFIHREEEYED
- g8, WIBRGRREMLUEFHANIFRINAER . BT &RKHF
I REBESS, BANFIRESIARCINBEIRS, LUBEMREGHSG

Acetylation Je) n

e
H

o
© - Azil é\ onjugation
\*\0%0 l UnndaturaIAA AH:E%F?%XO
. -
AccuPep + QC & NIRSS

SHHAEMZ I HeEREEEFEEE, BWRMSHIHPLCO RN, KRitzsh, ABEEELRMRNTER, SHHARENTQC
CIARSS:

o ZINBRBRENI o TFARERARSS o WEREHMDHT

« [IEBSIF o FREEDR/ATEDT o pHI&I

o BXKEDR o FREMAE o NGB T ESRN

* LEiEE DT - SEBRNE o HPLC-UVSSiai

_22.-



FrE = AARRSS

REFFE cGMP fRERVAEHIE, SETRRMTETNRRIRSH— RS R

LI ==

HFEEES RUO F& cGMP E& cGMP &
A/ g RINEFE I PRBIEFZE R IND STIFIERASS I 11 BB R e AR ER
PR mg to kg mg to kg mg to kg
WEAE EHIL > 95% > 95%
REERAER (QMS) 1SO 9001 4 cGMP (f81kLhR ) FE cGMP
#RicF X v 4
1. WE 1. 50 1. 980
2. [&i& (MS) 2. = 2. W=
3. BN 3. ARRMEL
ZIAQCHRSS 4. pFE 4. pFE
5. =& (TFA)EE (#XiliE) 5. ZRIJBR(TFAEE (#HxMi )
6. AEHEH (HxME) 6. AEHRES (#Hxht)
7. EIRRE (HX ) 7. WMEMIRE (X ) siEEmhS
FEE X X N2
. 1. DHIEF (COA)
S THE SSHHIEP (COA) L DHTIEF (COA) 2. TSE/BSE 7508
2. TSE/BSE =8 3. &HIEP (CoC)

WIRSEIRR, (RIS S Rk

IPREIZE
e oo

ZAk&E (DS)

IND

3t 07

IND = FiZlFRIteERIS; BLA = £MTIRIFIRIE; DS =RHEY; DC = W5SRMH; DP = H%); RUO = {RIMHAFRER: cGMP = ITHREFREEENT,

B fHLIX

cGMP ZIXE Rk

IME X fF

IRPRIzEE

BRINERTT

ﬂ
20RGFEUENE
- REAMARME, NAMRINEMLF.

L= 515 (CMC) I BRI SR
- BREZREMIK, WK, 2K -2
W%Hﬂ% (PDCs) %
RATEIK 48 T ME I ETURILF
§J [ I8HBE [ IRHREST, BtRiEE
= RERHRET

* 124 Rx - 360 FHiHRE,

&

& cGMP iR

« #/E ICH Q7 & 21 CFR 210/211 {5&/RM
- CRESNE, REARIRBRMNETE
. TR REEITER TR RERRS

- FETESWIE. AR

FTEHICMCA RS
BT REFREMME
A

B

 ZRERNZGEHIFIAY AR
. ﬁ%'ﬁ"*“mm@@, 4% pre-IND 5%

(RN

+ IND #1 CTA XHFUARXT IR E 0 E1E



BHRZK™m

B HRIRFRERIAMR . FTE S RI9EHPLCAEL, fEIX 95%, LIBRIXEEE—H.

2 G

HANRHIPEFENI LS Mm,

il

FEFRAES ESESA BRI RERSRE
HB200iZ A fm; Mg MmagZikg; EFEEEX, INEE. F=. e BRZMF-mIIEHPLCEL,
SRR ST R, hEShHE FREYE

iz FR St PSR
BRUAT W moh, FANRREERR. IBAER . HibERE
HRERHIRERHE * Myelin Oligodendrocyte Glycoprotein Peptide (35-55), mouse, rat * Glucagon (1-29), Human
* Glucagon-Like Peptide (GLP) | (7-36), amide, human * C-Peptide (3-33), human
* Gastric Inhibitory Peptide (GIP), human * Glucagon-Like Peptide (GLP) | (7-37)
EEST B - B EFEDM. tau EARE, HESEREHFHRHER
MREZRK * B-Amyloid (1-40) * Tau peptide (337-368) (Repeat4 domain)
* B-Amyloid (25-35) * Tau peptide (275-305) (Repeat2 domain)
* B-Amyloid (1-42), human * Tau peptide (45-73) (Exon2/Insertl domain)
RHEER. M= EREIESH=R, UTEBoR )™ m:
s * IS ™ JUBK-1 o L™ B <AR-1
* ImigtE™ FAK-1 * ImEL™ BRI SAR-8
o IgtEn ™ ISEmAR (EhEREL ) o IHEL™ tREEE R AR-4

E&ITH

- ZRitERE
- ZEOFETIA
- RERITTIA

Z=hIs

© ZRFMN

- SRUEER

.« ZRNERRIES

.+ ZRAETFLIEIER
© SEEARFM

.« SHEXNERTS
 ZBAEE

-+ KBK

© BUKMEZAK

SR AT

© BRERIRNAII
© IR

24 -
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ey,
2,

OmniGuide RNA

- tLFERIRNA, KIK266 nt
« 7§ Cas9. Casl2a. PE. BE
EIREBRR

c RBELIRITTE, XK
gRNA. pegRNAIZIT

ELTLES

m RIS

218, LIRERS Genomics f1ZEEBroadff sz prAIEFT], S8
PRIZFIRS SIS =M, IS MAERMNERZIER SMET £ A

RERRIBARARL R

HDREREBINIER CasERE4Ri5E/mRNA/LNP

o ERGE/HE/ IR E R

18R, KETA20 kb

© BAEBZIIEFSIIE,

KAIRFEERANE

- ERAELRITTIE, 3F

gRNAFIHDREIN R IR IR
it RFAEESBAE

- Hl#8Cas9. Casl2a.

Casl3. PE. BELIKII
EREHFIMRNA

- EHL Cas BH.

mMRNA K —iubz(
MRNA / LNPARSS

R
cta

GMPZR5I

o IfEFRY% gRNA. HDREIN

&% Cas BEH

* FRINAZ(T225+#RcGMP

Sl

* 18N INDit




SgRNA
Cas9
DNA
\ LMMJ&%A‘

CRISPR/Cas9
sgRNA
HRIESRTY: WHEMTR, R FRin

. 97-103 nt

- BHERERHPLCAL R

- TREMr, SR, Mt
IRIB—EUELF, RIE
ESIKI7%

OmniGuide RNA

EHiIROmMNiGuide RNAIKIA266 nt, EmlR, TR, SIFSTURIRRREFRFRRLIRAEE!

nCas9  PEgRNA
+ oo

JITI.

Reverse
Transcriptase

Prime Editing Guide
RNA (pegRNA)

RERSEL: BMETR, FISTHE

ESE1G N7 N N

- 110-266 nt

- BRERSHPLCAL LR S

- IREME, SR, iR
E—EMT, WIENES
iX63.5%

Deaminase

crRNA Casl2a

(Cpfl)
nmi;ﬂ{hl@mwm
3/ T

%W

Base Editing Guide CRISPR/Cas12a (cpf1)
RNA crRNA

fRiEsehl: BREER

- 97-140nt

- BiEhaHPLCAE(LR B

- REMLF, SHE, fXE
—HtT, WEBERX
90%

GRIEZEEY: WHEMTZ, AUkt
i
+ 40-49 nt
- BRERERHPLCEEL B
- REMEF, MR, #X
By, RERES
i£98%

SHRIFIRH4-266 nthIEEILOmniGuide RNA, BRERERHPLCB!, SZiF100+FME R

“

EPSEENFAS

HEER,

THRARIMER

v,
100+

QUALITY

R B
DFEEE GES
fRE—EttsF

GenExact™ ssDNA
SR, BTN

MRESIER, HEETH

fRdmis
RN, BRI
e, ENFRIE

RIBES
ZLRIIFE S MBI R
ERfiR b, BEESH
ERBR | BN

HDRERIEIN &R

RUESMIFHFSEEBNER, SELRINIFATSTIUSESYRIERRN, SHFRERTINKE 20 kb AHKFRIEAN, SRR RS

RIEIEE

GenWand™ dsDNA
ERTAMMEEHKERERA

IR EAEITE . AL
WEXUEIERAN
BEREREBN. AIUEE

RIBATHNE

BRE1,000+5%
FHRF= 8 InmolEmmol 4L 53

Gencircle™ dsDNA
INBUIRIRAERR , TEHUMEER

© BIX429bp, BHERE, &

S

© MR SHE RS

5, FUEHTZS KPS S E A
GEPSA
WES. ENFRIE

150*-5,000 nt 1-20 kb
EBHERING Mg to 100 mg Mg tog
= 23 6 3 11X

SHRIRAESZERSRARSS . $241/)\F 150 nt AIHDREFEBINENR
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£l Cas EH. mRNA F1 LNPIRSS

E#l Cas BEH
SRS T EGMP R S RAEEES, BN ENBTRTS. A TSamituR EERARA, BITiRMHa
BRI ARSI EEREE 3, NRUOEGMPRERATSE, STENEEA CRISPR SIFFHIA .

4 \
L P!
&4 & all
IZ{TRIE TSRS CEE MELEFERED

E#lL Cas 4w5 IVT mRNA
THIFBIT R EMRNA . IRIARNATIEY ERNARSS, AIRERFRIAEGC R FFEIZERES . XLRBER(INEEEFTFEMMHL, BiR=mR
MEREMR, SEEANE 3 E ([FARE MRNA SRS TIREEZ2E) .

@ & <2

PREIZT, DIERER BGABIFETAR EFMUBERGE
A EHARE2E £33 RNA HEREMLAIZFRAZ MEEZ mRNA BEILNPHIFI

ReadyEdit LNP#II)

SHERTTOIMERI—IAML CRISPR MRNA-LNP fRS3, 5818/ CRISPR mRNA ARSI LIRS KERL (LNP ) ISIXRSIEES, TiRit=
M. EEEZER Casd A SEPR. Casl2 BFRLINSSHAVEE RIS / S5SRmIBRSS, NEAIARIIMEFTREMEFIWIRS .

*iE: CRISPR mRNA-LNP HIFIFEZ42 2 HPLCAE{LAIGRNA

® {1} il =

=REIE (E e RiBERIEF=REN T2
LNPsHT LB iRtk mRNA BJSLH] Cas % EAEEHY B ARIMER A RIRE R E MRNA AEEEHEEE
2 S CRISPRA G f51HY BRATERIK, MTIRR(EARSERINT BESCHIASHIE RBF, MmBREEA
JES PV ES AR ST
1 [ |
MEE~=m

EHRARMES IR CasEER . Casfrid mRNA SLNPLIKIIERGRNAFRAS . TICRHTEEDLR. BINTERNAEERITIIL,
Hﬁiﬁa MBS Mg ﬂI%szmer' ESTRIEREF M B e S HIREERE . ‘;%{‘E*E‘z%ﬂﬂ’ﬂﬁi\ﬁ’ﬁ%b\ A RAYEFRENFIRIERIZZAT AR
55, AR LEERHTURSEERRET S,

CRISPR/
Cas12aiiltk

CRISPR/Cas9Ml £ PEIRER

BEIEE H{thi s

- wtSpCas9 v1.2 * PEmax; PEmax RNase . LbCasli2a * Casl3a
EH * Ultra eSpCas9-2NLS deletion - ABES8e (C2c2)
( TREHGMPH=fR ) + PE2; PE6b; PE6C; PE6; PE7 + ErCasl2a . LbuCasl3a
mRNA o - . . .
(Capl. m1v eSpCas9 (m1¥ or 5-MOU) PE2/PE3 V2 CBEmax CPF1/Casl2a A
modlflcatlons) « saCas9 * PEmax V2 * ABES8e * LbCasl2 v2
* HPRT sgRNA « HEK3 pegRNA - 141 nt
* TRAC sgRNA * HEK3 pegRNA (3'
» Rablla sgRNA tevopreQ1l) - 218 nt
MRNA- SgRNAJZE@,%LNPIW,L% * HEK3 nicking SgRNA
7 &n (ReadyEdit LNP)
* GenLNP-AQ1l-eSpCas9
MRNA-TRAC sgRNA
« GenLNP-S0O1l-eSpCas9
MRNA-TRAC sgRNA
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JER S MY E-CRISPREERIANRIXFIE

FERIFESEBIRARZNEERMNERHESEHNEERNEIREE?
BNABRESHEFMAEE,

EHiIREL CRISPREERARHIHFIER", WHFIEEEsgRNA, CasEH, SRMIREEFRIE/NESNENR, FFIIEF
AL TERRE, NKERRE, iPSCEMPEREBINGER, SIFTRACHIRabllafi/s, iFETFCRISPREAREINCAR/TCRERFFIRIIERS
SHaTIENR.

MEErm, ERZMT, BEF!

GMP gRNA/HDREBEIFINEIR/CasEEH

SHIRRALERTIRAREAIAIgRNA . HDR EERINEIRLAK Cas EAGAMARSS, ENNERSHIRTERNFR . FEIRBAESITERIGCMPIR
LR, AIFMEFAR. IRREIAS. HSlRXRRIE(INDIRR. IRRAARE I AEERE. SHRREEFENEL. RSN
RIERIZZSRES, EERAMESERT GRS —E.

GMP /=54 INDER#RIE 2BKINDIHE A
HE S M7 ECRISPRERIAR RS =
“HYEM &R BIRASS Rt IE &gl ib

SR IE
PIZ e/
SEf

PR3 GLPAHUERN A AIZG/ ssE &ite Ei s Ex Il 8

ZEMHESERS RYIIEPRI S

{F5hsElS

EasyEdit sgRNA

SafeEdit SGgRNA / EFEEAER
&

GMP gRNA / EEBINIER

y)
v =2
SMEFET B B mERE FERIR(TERE
FAFDA. EMA. PMDAZ] MRS, UREREET 225+#RGMP 1257258,
NMPASHIEE R 518 NINDHE
B § X
=R &
FERENREARR HRIERYZ(TEED BESBEER
GMPIRENAR, TEIRIE EBRR AT TR RIRNATN 5FDA/CDE/EMAIGIE, FENEE TE
500 ZFEHDREEFINER AR, FFREGRAYEMER
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AR5

N, BEFEZTRINIEH, SR ASREESASdT—
M SE TR,

ERRAR-FPRmESERX

CHO, HEK 293 E.coli RiR Tt Sf9, Sf21, High-5%

SHUASEE, B8, 1R, IARE, VHH, ScFv,
PWEH MEET, S HEER, ARSHES

SBEE0, wBiHk, B
RImERESIFFA. AN
E) GMP %

AIZSHIRR, SBETR BELER, PWEH,
%, BRI S

T BEXAR BRI




TurboCHO™[#EZLsh¥) A FIX

TurboCHO™ or Nothing
NERFIEERGEHETUR, RETX.

TurboCHO™ 2—METF CHO 4l (FECRINEMAE ) NSHENRRETES, &R 7 AVEBRBNTRNERETUA, &IR14 4184
BIRIERIS e =8, IRZEBK TOP20 HIZ5 BRIl AYEH

A RERTOP20Z5 1 &BiEETurboCHO™ ?

LHIEHFAREESHEER, Y8 LREHMFAFEARBEITEE—FFTENRMIE— [ 1R | =, MEHEEXCIRELE.
TurboCHO™ H{AZRIAF &, NEEEHFMmE:

: &
G =~

TRIZ(FEALITUR BatE~FEE WRRILERIE2.4 9/L

TurboCHO™ [HZLFRIXIRSZHIE

| 1 ,
© 5 O =monsEmEE © mrssrsEnE O ==xx
“’“‘ M i) \
E ~ o, -
@9 Q %2{\*
ABEEIETS TR SEEERARTE BE TS GEAIERE LR it
IgGTFRHI AL 522 RS
|« 3% >| 3% >|< 1% |
*Created in https://BioRender.com
ARSZ1¥15
TurboCHO™ High Throughput
BT REATEERIITE —— SRA4ER 1,000+
- . o Caa:
_— 2y SRR SR Q
L RIX } X A280, CE-SDS,
100 pg-10 mg 1-30 mL RE7ANB%E SEC-HPLG
TurboCHO™ Express
BT HRIEERIX 10 mg LA BB FLIFEERIRRRA
N R e QCaa:
. KRR FRILAFR ASEER
e RIX . A280, SDS-PAGE,
' >10mg =100 mL RE14TERE SEC-HPLC, Endotoxin
TurboCHO™ High Performance
ERTREHFRERIAT =K BIRIERT R
A R ~ QCEs:
RERL éliﬂl’“ - i’iﬁfn %{fﬁéﬂ A280, SDS-PAGE,
9 2 SEC-HPLC, Endotoxin
TurboCHO™ Stable Pool & Cell Line
BERTERIEKFHANEATIA
AT ES > P QC@,/E\
FedeRiA é“z:ill’“ = iﬁﬁ n ;“HE'H‘E A280, SDS-PAGE,
9 z 0-12H SEC-HPLC, Endotoxin
TurboCHO™ Bi-specific Expression
E I3 T200+HFHEMIRINUS IR, RAEEIA24 g/L,
- N o Caa:
\ Ve EIAHR S {ITEE Q
BRIk . - A280, SDS-PAGE,
>10mg 2 100 mL 2-3H SEC-HPLC, Endotoxin
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Sequence to Data-1&

BINFRER AT B2 R,

BHANARSS

IPAVERITUA SR I o

——

PR
TRt
BirieEt SLS/DLS
Rk HIC-HPLC BRRE IR/ ATEIE / BN F 2l
BiHE(ER AC-SINS RE | IREM  BRETTN .
ENERIN iCIEF/CEX-HPLC BN/ EEXN | ket | it %
SR BVP assay N1 | BREERUN | ST
BRI FcRn Binding eS|
FMNES BLI/SPR Ihgelmit

Y12 FHEE< 2001, FEEEA3R.

—MERATATIERFEESMNBRAS R, TEHERTZMESESHR

. EEERMERAE . TEfFRIAMEREE HD293F (&
TBSEREZE ) « Expi293F 1 Expi293 GnTl,

! s
N - [thy e
REIFZZfT 40 mL-200 L ug-kg 31

Bi#E21,800+FH
BEATR HHERIE =y

KBS
ARS31¥15
A AN T

FERFRAANERS
- 1B (4F=RtE
Ekioz i SHEKEIN) NA
R RAIHIE
40 mL
100 mL
o WVEH
200 mL 23 . Coa
ES{=FSvN
— By 500 mL * SDS-PAGE,
SEC-HPLC,
Endotoxin,
1L A280Z5R
N L(N <10) 2-3@
N L (N> 10) TBD, WiN&iE
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ZHRERRIE

- R, ZFABTEMNL . SEEZSAIDDIERE o FRBHHRFRIAHRIR

ERMEERRARSBROMNEHHS, SHRBEMFEEERFHIONE . TS ATERIGWAI (AIDD) ZFEREMEECSSR
THREARE, EREIEFBETEEAIRESHASANTRODR, FANEHIUTSHHIBENSE:

" e R N
o= »
-«
RE7NBEHRE TRIEESIRIEY (2-315) BEEEEN, EAREEFIE
NEFIREBFIAT EEERRE T 1,000+ EEA/R

BT RAFHESEP RIS AL

ZHRERRARSRIE

' @ =immman \ ‘ © =omzeen \ ’ © =swinec \ ’ O =i \

mm Negative &
W Ambiguous & |
b@n Positive & |
AIBREIRIZEERSFL ISR R =RTE SEE¥ES BLI/SPR
iEErTE LERABSE 1,000+ MEH/X BLISBEMEES
[ERHLAERRZR100% THERR 600+ ER/KR
EASATHS/T
*Created in https://BioRender.com
IRSS1¥1E

EHREAFRIX
1mL 1 FRATEE 3. —E4GL 10-200 pg 7 E%E
5mL PSS E SN 4. QC: A280, SDS-PAGE 100-1,000 Hg 7 A NE%E

R BR VHH-His LISMOUASE BB TSRS .

TS AR +BLISES RGN

1. Rt 3. BLIEEFIAAQ ST
2. EAFE

FANENRS

EE: R VHH-His LSMOTUASERIR I TIS TR
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BacPower™ [HiZERHEIE

SHIRI AERBREFRIE/EFHN/ SBEFRZERFRARS, IIBEEARAEMEBRIMBTEK, SFM 4 mL E 5,000 L f9FIXIE, F
B GMP &7788 1,

EHiwBacPower™RIZERFRIAIRS BRISHKINZI > 50,000 #UXEHEH, BiFHE. HEEF. fkRR. ALER. 1%, 5%
FHEPABEBERIH R E . RARESENNE, BEEFEHRASAUERN.

LQ - = (&

RE2[F ZFFEW FERIX15 g/l EHMCRIERBRSS T ik
T ER SHENMERERS FETAmMAE NENTZRESES

BacPower™ [RiZzEEEFIXIRSZHiZ

© ==55 ‘ @ miiEesi

[ 1
SEEFREA TEHIEIUE
NERFHEI M ERRNE2-3E SR [E)2 ik

ARS31+15

S N N N TN

BEEFRE 20 pg/mL 4-500 mL 2-3 A280, SDS-PAGE
#2520 mg/L; A280, SDS-PAGE,
i R 1-300 L . _
L REF#L-10 g/L 2-6H SEC-HPLC*, Endotoxin*

A280, SDS-PAGE,

i g 100-5,000 L 12-16
KL= St " SEC-HPLC*, Endotoxin*

*F&: SEC-HPLCHIEndotoxinEZRIMRAAISNIIR R
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CRISPR/Cas t%ESEEfRIR T =

#F BacPower™REE & FF & ERIRIEILERES -

WEEFR

o FURBMERLFHY sgRNA 11

(RIEBLARSS

o HEM Cas TIFIFFALEZI * GMP &F={X5 6-9 N8 o Hl£5 SpCas9. BIRE

DNA R 5K eSpCas9
« T—fELCRISPRTEH: HE%HR

IERRFNSESmiERS

. RE 3ERA . SR AR GMP
REZ%

*&HiiRAICas IZERES B Rr=fRikBroad InstituteZiY .

RIEBARSS ¥ 15

CastzFRBEEEE(AR 500 pg - 20 mg « > 90% purity by SDS-PAGE
e > 90% purity by SEC-HPLC
His-tag « Conc. 1-10 mg/ml 3 [EiS
R o * <10 EU/mg endotoxin
IR 9
- 500 pg - 20 mg * Nuclease removal
SRS

GMP &=

SHIER SN 5 GMP 4RI, 757453/ IND B3R, Hrh 2 MNEFKE IND/FTA fitE ., BITE=RIREMNSENE MEM GMP 4
7T, HESEIINEMSES . T REAsIGREIF, FAIAY IND SHFRIRSZIEM T —FE S HITER) GMP ROFR —— EHR A
BEAEFPEFERS GMP —H A E=HERSREINT, LIRRES.

ARSI

3{V]e) IND-enabling cGMP
HErEiit RUO i7ith RUO i7ith GMP i7ith
RZFE/ B89 TR R I FRBIFIZRE] IND STH555% 07 NNt = 25
REEE Flexible: 5, 10, 20, 50, 100, 500 L 100, 1,000, 5,000, 10,000 L
2 e HIEHE=ER 7R
[RHA 23 4-61H 9-11 1B
REEEFR(QMS) 1ISO 9001 ISO 9001 GMP-compliant
HIA/NISE 3 X v v
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ERAE-HFRRSEAREIFES

\\)er
T
3
Ja
S

HIRIIBRFAFENPIPRBESRAEERN. MWRANER, REHNEARSLIEIRARFESIRNSHHEIIEGEE
EEREASRERRAVERILE.

IFRXFETIFETERIX, 2iHBac-to-BacRAEMEILRSHFlashBacKAS BEHIERS, IREHTRSHE, M. 2@
MEEREF, SEIRTAURAZN T ASRAESAISEINS R, BRURHBENER E.

Ry 1=
HE%IFIE*E
Prom\c:ter ( \ ( \
Tn7R 7L
! ! =07 HE
—— —
RIEE ) TEEIBEE
onor
plasmid Bacmid O
DH10Bac RS2 4 BEEHMHAYE. coli
\ . Y, \___ Y,

Bacmid
12EY
X SENEREE
RAQPCRIENERSHE \ BRRSIHL
** f f Eﬂra¥ﬁ*i
_
2000 %*A’m S AR
EOFEAHIAR Py=ctitl
S EEFFRIBSHIDNA
HEE
i FEES S
Bac-to-Bac ( EHIEMIEk Rt K47 )
= ‘j;
EEAR Bacmid 47 RS L HEEA > SLAIQC

( BER4AAE )

Flash Bac ( SiE=0Hikt—FRA1HE )

EA=EJ7N
é £y EEEE—‘— = é C
HEGH RS ER ( S BFIQ
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N7 Sav.~2

fR35




s F &2 RS

SRV & =5 E B —uhTURR RS 5

1EA— P ERAREIER LA IRS NG, iR ARRESESME. S5
FERiA, EEIEREHIA I 2T T(E. 125 AL, BAIEmINaL{T8157,000 ik
I, FFEAAAALACHIOLAWEFRAERYENDIR K AENYIERIIRIE, MTURRITRITUR
TR EIUATT A — b BRR D =

- BRERETR - NGS i

v G- NER - Sanger JUE
v R -8R
v EIRIKRE - 1538

- ZREREFE
v R/INB/KR - 45K

m EfR IR TSRS

i - MAHIRER . MRS
. NS er i
- HupEs v R-13@8E

. MRS R
v & -8@Ek
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nIRSEIR T &

SRR RS RENTIRISELUA (Anti-idiotype antibodies, Anti—ID Abs ) , BESEFE/EIRBIFHERIETTIEARIISEIR L, S
IREFEEW AR ATFETIERRIIARRSEN, AERHSREE . EURIGERTURSEIR, BOINRZYRAHE, EIGRE
HREIIRE.

T N4 @ ©)

RESFZAT > 729,000 > 90% fMIFEMRIK 20+ RENE
RMFREH ELISARR FHRREINER
UBR{SHIRFEL S JREEE> 90% PR#RES SRR IR 95% FXREERTUR
TR R REE< 2% IFEETEY e IE AR TR 90% ST

nIFRBRERAT A

BIRE
RSB R R RIRSS - 11ER
ERIEHE IRE PBMCH'E = MpEIEF ailiali v SangerillF TUAREr=
R o R T R
o A
RS R R B RIRSS - 138
REEHE IRE RS EialiiaheE s HRETELE I5efE NGSillF TREErF=
®® uawn | L ee 4=
_ad 4 3 3 - T 1
i N ;.4 ‘sseces . s o .4, JRE =&-\ §\|1.
SE Y ). sasss P LY
*Created in https://BioRender.com
IRS31¥15
BRS338Y RMIFRR ER TR IRS NS R R PR LIRSS
FE B{fETRIETF A& BT E
BRERSER 2KIgG/ADC/IUEF I A/sCFv/VHH/RNA/VLP/(Neo) Z AR/ LA F/ /N3 F 4RI
* SHRTIRESangerllFiRk S * SEETIENGSFR S
(ERS - PEETELSEfESLAFRENTEL T E * PEMTEYTepE S FRR T SEE
« ERAFA0.1 mg/ik * EAFAR0.1 mg/tk
* ELISAIGIE * ELISAIGIE
JE3): 12 13/
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nIFRESRERGT A

EHTE
RS s M SR ac A
)r//’ i )
N
A

ARS51¥15

ARS32EE IR R R S M ARSS

BRERHER 21KIgG/ADC/IUE B /scFv/VHH/RNA/VLP/ (Neo) ZBA/EEE [ //\9> F/CARS F/CAR- TR I (A%

« 5/10/15/20 mg#Bit 4,
* > 20 mg¥imiah

RIE3E T

I3]0 8AEE

HEEniAFE

FESHRURERENG? SRRMNR . RRFRNESCREEEIRRIRS . MUBRITEIFUAIE, B2EIFM, RERMS
BEM. SREENERERE, BERH. SIRaTSMNARE—ZFWE . RERf, MENRBEREF!

oy & & &

SR SRR = SRR EIESE
hrEHFEFEE
+ ImmunoPlus™: - mRNA. Zit. BEER. - BYHfESEIE N REIER FRAER
ISR 52 s - Beacon®BARI% %, BEAN, BUEES
- MonoExpress™; - AR - BTN R - I, GRKBURSETTR
iR



RERERGTA

EALRE
1@ _ 18 3@
MonoRab™ BT fEF & ) 1 )
(iR ume - e ] &5
173 4R 2-3 3 ‘\\\g\%g%%ﬁé > o MM n e
o : o P
y- a4 _,;.mz}\r,f SangerillF  EHZX
L&yx‘) - ) 7 V‘\\T' 7 {)‘Y{!ZK
) . - afe , @
BRRES iMI%E  PBMCHE L RS %%g% T &
fosse ST 20
Beacon® E{AATFIAFES . Beacon® NGSTIR —
128 T
-1X 5

BRS31¥15
E& MonoRab™ BZHfisEfEES Beacon® E/AFIETFS

b= i BEH. 2. J\DF. DNA. mRNA. XESH. MBEERE

« ImLEBER/IFRE, 222010 57RE + 500 RE/REPRMETE
3T - UANRRS - ENER S

* iR * d{EHUA
E3): 1] 11/3Ek 128

R EEMATA

EHIRE
TurboMab™ FEATRIEMATRIRSS — 8/
-1 2@k S5k

X = )
v ?‘9 L
Lg% . ” X & ;

Wo
=

4 o
=2

RRIFES SRR M= gy HRELEF Lt pne
(1-37TekE/Al)

3-5F]
SRS SIERGTRIES - 1ER eo®
-1 2@ 4-6 & e . :
‘ . , o s 18T W BEEA
33
()

SEEEE DR P AR i .
® -

FTRE  PRREERE R

*Created in https://BioRender.com

42 -



ARS51¥15

BRS3EE TurboMab™ ER B & RS ESEBERFRRS
G ERR BEH. 2. \DF. DNA, mRNA, EFESEH. BRES
REEESR EEl e SvS EEl e SvS PAS e ST
« RZ100 M BB FEIAEES - BREELISAIRME LS (§2 -+ BFEIZELISAIRME EiE (&£20
.« OMREEIAMIE L (85 20f%) )
2544 1mL/5EkE ) - TURNIFIRS o BNTREMIBEAR(IS mLEE
- FURUERS o FREIRIR o ERFBABER
o dfbiniR/TelE S (Al ) IR
JE3): ] 8[EiE 1@ 173
iy ] o f=2=
FIeMKindH %
BHRE
~103 8-12 g 3-4
“;’\L /- @ V I 6 f @
A s e 59 ol |l |
= (=) g
BIERER R PBMCHE = pailiahe s HRETHE e E=EEESVN
15/8#E
*Created in https://BioRender.com
RS31¥1E
BRS52E8Y FRMRINEFERS
BRI A

EH. SK. MEER. mRNA. DNA, VLPZE

- BEMEVHHIZIR S
- ALLVHHETAR

15[Eke
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ZRENFTFTA

HNRHEENZENRENTARS, BB, AR RESHEMIEE, SRRUEMURRT. KRG, sRE. Tkl
I eERERIENESTEEFINRS . FiESmERAYaTLITEEISAAALACHIOLAWE PR AERIEIEIER 4=, BHRIERR SIS
X, NFEEEEERICENE.

BRREES shi e M55 St

o va”
\b@l@& Qm'f 1"‘*:

ES{=TE2 RIINEIKER

v

HREA5EIZ(T

ARS51¥15

=R
( Eﬁ&fﬁﬁ’éﬁﬁj - 2 - ZHK - 20
ERRE) - B = =
B 2% 5H/MNE, 3RAR
b0 HURFANLE(L Protein A/G EFN4B{Y, Protein A/G SEFN4E(L
FR%A40 mLITERAEL, HFH/NE0.5 mLITSa i HHARL5-2 mLILEF
33 B9IUR (ELISAIN iR (ELISAZUN ALAIAR ( ELISAZUAN
>1:256,000 ) >1:256,000 ) >1:256,000 )
FEIHA REA5EK ~13/3 ~13[F
REREE i - -
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ms I IRARSS

HRESRARERSEPATRRITE, EBSHELTEMEEREEMRSANGR. BrRsSHAC ZNBTEMHAR. EEATRE
EA.

A2, HIINCREMHERE. RETRISHFSHIREXCFRSEERS, EENERRE. ARaTRIERHRNSHNEnS. KT
TN I Z5FEM0EL, NETIESY. EFINRBRS S, MRS SIGREIFAHE.

= =R NIE T TP IRtE BB RIRSS
HEZRzERY 9% RNA (PEERHESEL) 9% DNA (4/)vRSEL)
HIASE £ 9kb SSAAV 4.7 kb / SCAAV 2.3 kb
HEHEES BET, IESEFIERSA ST, FZLMINMARRFE
TR KH, IRERL KEIRA, BAESRERM
REFEM R, TRERR RERR 1%, EZZEEFHPITUATIL
RS (AR
JEHA 7 EABRE 9 MEARIER

ISmSHAERRSS

KIEFHE=RBKE (SIN) BRSRE, SHIRRHNSPMIITERSEESAMN RS . RATWAEMERFEFZA, HkKG
FAIERRIMAGLY3EYR, PILHANINREREESAIXI0° TU/MLNSRERKS . EEEEMRNETWFEHNESTE, SHmTIIRET
NEABTHNEREISRSIIRESN, NEAREHRSN, TRIRSEE.

2R o @ V4

IhEEREERIE >10 kb X FEREE 100%K&HE3x 1T 77848
>1E+8 TU/mL EERATIX400% INEEEE SHIERSaR
SERREAGIKE AN SR SZF3Duplex qPCR& 144 B%E

Te B RIS ERT3(E EHNENERSaETS VERIRERIGTR SMERGIFSSRRE

B
c9900
> > £ N > > > u
BRORHT [k uipgie=seE=ti bEEE SRGELEAK, [T
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AR5 1¥15

FRIE3(T R A AR
01mL
>1E+8 TU/mL ImL « Duplex qPCR / P24 ELISA * . EhHERS
o SRR - XJRRIEREEH
LIRS 70 BERRRE
= : - ST (UERTFKES) | - 55 (Polybrene ) %%
SmL o TEEN (ER) o TEHIERAEE
>1E+9 TU/mL 1mL
+ P24 ELISA
= s >2E+6 TU/mL 0.2mL 7N NBERAER - EFIERES LB
meLiER m m N=F=F] - EHISHS LER

HERE:
Duplex qPCR: B EE BB RAENHRIBSIN, RS ENIEEELER.
P24 ELISA: 1GIfFSAFER, ITELRSETR S (MIEEE ) . (KIE P24 BEATUEESRININEEEEE (TU/mL) (CATTIE, ATRESEirseEEEFTEES .

BRiEXRSEAERRS

ERERFEEHS (AAV) BKRSIZMUS, SEIRARMN EFRNEEE s SaRN—ubURRS R . BRINEEIRER
AAV ITRIRIERAFISMHEE B R, FEAEFRUSHE. SESUENAAVESEAE, IMECAIERIRTHR .

2R , & o

9B H 30+ AAV 100% INgEEREARIE
S AAVE S 3SR = >1E+13 GC/mL
SeEEnng TR R AAV ITR SEEE M FRIZ(RIE 4B >95%
R R SREAEE >70%
EHRE
2O i @ 5 BB
HESH AAV RIS ITRIFIE ( ETi% ) AAVEEE BEED G Eroml]
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ARS51¥15

AAV 31 {RIESAS EoNING b ERIE
1mL
HT &5 25mL 9 MNEKHRE « EE >2E+11 GC/mL + gPCR . {KGh
5mb « ddPCR
0.2mL o PRI
- BRBE
0.5mL * R >1E+13 GC/mL : iﬁﬁ‘@mu
— . e . 4HEE >95% + gPCR . %mu‘ . st
RA%H m NEAHE . 9% <10 EU/mL . SD:—Z:'GE * DITELBIEE L
- . ;%%K%g >70% ° Wa’f\_\uﬂ
TEFNARR

CellPower™ 53 #fri&ill AR R FF & ARSS

HEUERARNERBXRE TIRENNTE. A, ELU@ANEEEN, XRETOEFTPBIOTRAMIER . REMRRR 2N
BFAMER. SHENEREMARERSTE . BEEIENERIFSES, BEEENERRAMESHEINC (MERIFCITOTE
B) REAESAME, NTHENERKIFRERA . SHnRENERRERRRATARS BEARERASESIRATIPEE,

2

o

Hy

ZHEEINIERY 250 FhiB4mER 1807z R ZHRIE
e R FREWE b Lol Loy sES
et e
’ L) _g_ [ \
A, - o > 9) - Bl ¥
o= o =
TEEYHEE EalN e 1952 MpitsES BPTEHIRR PR
g KigmsaE =hiiohe) PR e (A ) NG
2-4 2-3 4-8 1-2 &
9 At
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ARS51¥15

CellPower™ ESRIRARL RIS RIAMIER

IREMER RSAS EHE
- RIS
FEZ | e
RSk ' %gg%m /
2-4F
BRER N - EEEMK /
HIMIER BRSO - [BRSEE
IS s © MREIESTEIR S
FYER 11 = ﬁ@@%ﬁﬁ%ﬁfﬂ@ . Ve ) I
EEIFRARRITG ( qPCR/FACS/Western Blot/EftiEHI£QC )
BHEE IV * BT IEER
f . {7 | %F‘_‘ _a [E {rs | i~
S i SeRE TR R IR el e 4-8[3 TR N P R S IR
( gPCR/FACS/Western Blot/EfEHI1£QC )
MER V . [AERIEST . 2(¢>ET?BE'ISE%B§ )
k . ~ « FRRIE AT 1-2 & BATME: 10° MiE/E x 28
PRSI TS - ZEUHIT mEREE
- REEEImOsE: 5 e
B BEEE: o @

GenCRISPR™ CRISPRE R fRiEMI AT LIRSS

BrOTNAMREER, SHRITRHCRISPR/CasORRMIBMIBATTAIRSS, LANEERIZAIIAINEERRABZMT . KIEHAIRER
GenCRISPR™ESHIZAEZERASSY (RNP complex ) BBIXRSE, AIFERAEE. RARSHNE TSN RERE . ZFaRISHE
MEHENEZINEERS, EBRIEENERER. REXESENMBREMISESRR, WEEHHERREMER.

) X4

X

EHURIE
HTSMAICRISPRIRIER ST
( Broad/ERS#Z#X )

“

BRERT
MRER/ESE
MEEIEIE

B

MB&ZKEE
A INRXAF2,000+5
ZINRIGIFRVIE R

]
[ ]

N
MIRTTRIZRAE
BEEME



BRI

g © ‘90’@’!’?%

\

CRISPRAE IR BEME EiiliaReka2d ERTOIEHIR A PEtETERE
MEEER S ﬁ-zeim@,m EREL fisise (AN ) HERRIE
1-33 2-3F@ 4-8 1-2 3
8 Fite

ARS5¥IE

GenCRISPR™ EZ KOREEIBif&MER

ImBMER REASE [EHA
MER | -
s * CRISPR gRNAlﬁL‘I‘ﬂ]é’
gggﬁ; it - B NERIE /
Y =p B
BRER I e
B iy !
« BWRNPEESEE
BRYER I . Sm L AR R - RIS TEIR S
SGRNA/Cas9 i & e 2-3/8 - (%) HEEIEE
255@:&%(—%1;{5 ( >108 éEEE@/% x 2 ':Ez: )

( gPCR/FACS/Western BlotZ )

. . WERERLE, (SRR
LN .« EEILQC 48 R R R
FrRRRR ( SangerTUR/NGS/ZEKTR )

e o - AT 1B BrsiE: >10°M/E X2 8
PRMESEIE R R R « SEEST « MEXRGRE

~ B 3 R
TEEH SR 8 R
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ARS51+15

GenCRISPR™ EZ KIEERIN\MAZR

TREMER
B | e
- « CRISPR gRNAZIFISH
ggfm’? Rt . BSUFTE /
2-4 8
- BEEE
BRER 1 e
B e J
. EEE/SNPARES
BER I . BEFRD . TR
SGRNA/Cas i & . REBEERA (IHEHLIEL) 35 . (T ) AR
ARt ERIT « QCAI: SangerIF/NGS—llF/ERK (>10° HpE/EE x 28 )
FrME
. - WERERLSTE, REAIR e
. - EfthEESIQC 48[ R A S R
PrlEiRR IR ( SangerfUF/NGS/EEKFRA )
- - IR - IR
By N  GEREEES = (B >10° /e x 28 )
IR - BRI - e
B 3 R
TRE A EEIEE: 8 @i
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BEZFE, Wilisi
@ www.genscript.com.cn
400-025-8686

& gene@genscript.com.cn

O IIFERRTITRIFEER]
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