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ELISA &A=

FEEMHGMMESERRT (CCT) G, WARRENREMNEKRAE™E, S, TEAFSRHESEXL
TTERINRIKE, BENRERNTEEXEE . SHREDRE—FRIELSARKIE, BFFMBEREHBSA). Pro-
tein A, AERFRBON~m, UKBFEURSEAMIEREN M, BHEMELSE IS ETEEYIHESEIR
HRE, RIEZWIITA.

[t S
EEZTEN=m & NAdiEE B miEeE =1
B R AL BB RN Rt = it A a) SREREMERE, 5 KEEHIRE, FEROME
EENFAEL ELISA TR 1£2.5-3/\f EMEESN
[l i
\
sewmeanan  ERESIEPAE R
SURES . EEEMERFIE ( Bridging ELISA )
\
8 . - PAGIEFIE. MuLV SEFEEP3EIILFIE. AAVEEXRSERILTIE
MIEREEN ey
\

- BSA ELISAMEIIEKIE . Protein A ELSIA MRS . ASERNRERITIIE
T 258 « Benz-Neburase™ Nuclease ELISA Kit. Double-stranded RNA (dsRNA) ELISA Kit (J2 based)
« VHH Affinity Ligand ELISA kit. Cas9 ELISAIEIZFIE




e REENAHE

| EmEEEp24 BN

IERBRAXITHIV- TENERSHE, SEIRNEAERSRY p24EB AT TYIERERMQ .
SHIRIER = ISR SEEP24 ELISAMGUHAE, LERRBFREREFEREFEN M.

% AniER
A
o Bp24ER (BIEHFBENp24EN 1BRERTHIIp24ER, Rp4EA (BEFENP24ER

MigmSR=HIp4ER ) B Np24EH igmER=THIp4ER )

JEE ELISA ELISA RN
HRNEE 31.25 - 2000 pg/mL 3125 - 2000 pg/mL 40 - 320,000 pg/mL
PRSI Bikix Btk TR
HERRE = (++) B (+++) B (++)
BEE B (+++) B (+++) B (++)
Bt Bs (+++) BEE (+++) B (++)
IEERHS VN\EF4093 59 NEF5573 15 934
SFZFERT 2.5 /)\A 3 /)NEY 30 i

M RRIZERAEE, "+ HSRBEEES



% SRR

Cat. No. LO0938

=+
| zeus

s

AT iENRE
2R2L92 5\, FIBIHE
TVN\EF4053

IEIEE R

KM EEER

31.25 - 2000 pg/mL

Ep24 ELISAEIAFIE

&

BEES

< 10%

#EP9 CV < 10%, #itiE cv

trEamiE A
hEEREE, p24tR
IEHQ

o tREMZ e o {NATERE
Standard curve as a demonstration S 26/ B LRt E SR SHIERL00938 535 RAGMIRT XL
25 alhe 3
150% censcript [

»
o

OD Value (450 nm)
B

0 500 1000 1500 2000 2500
P24 (pgim)

K1 —o—tR2 —e—itR3

a7 I "

HK o 1 2 3 4

ZHESNSBEITES.25 - 2000 pg/mL,
R2 > 0.99988

o PEBEE

SRS mitaEiRE

ﬂl]

SREE

B

E&T . 200 pg/mL

o 500 1000 1500 2000 2500

Inter-assay and Intra-assay CV calculation
with three-batch LO0938

2000

1600 o
_, 1200 A
E 800 on ¥ o Batch1
E = Batch2

gggi' @ - - 4 Batch3
0 T
& & &
90 Q‘b 2

ZHFHN BRI EER

ZEFNHFIEAA . HEEEERICY <10%

ZHFANERRSNEIH<2.5 h,
— KA 34ESEIE




| Prozk t2mSiEEp24 ELISARTERIE

Cat. No. LO0974

e

BEES AT IE)AE
BRERIEpAEE, BREEH AL (IFERF1NT55554)

A (MIMERBRRELFARSTFNRAEBSRLN (217) ) PHSFHRE
*XFIRHS IR EEI N R R B 24X R AV

IEIES R

o BERAL

Detection of free p24 protein ESCSVES
1500+ @ Detected by LV p24 ELISA kit (Classic) 120%
8 Detected by LV p24 ELISA kit (Pro) 100% 100% 99% 99% 94% 94%
5 10004 80% 99% 99% 96% 94%
E
E 60%
<
S 500 40%
20%
04 0%
1 2 3 4 5§ 6 7 8 9 = 1 2 3 4 5 6 7 8 9
Samples with different concentration of p24 protein HERS
ProfRift FI ST B p24 B HRIERRE 290%

o SEHE

2,000

P24 (pg/mL)
N EEEEEERE

@EPro EClassic

ProskBe BN BilsEp24
Prosi i MIRRE S SLIFISRSIRE—H

HUIBREHE: FEBREBRDIEBEp24ERA IS RS
* p24 IRERSHAR: KirE p24 ERIMFEISMUIERSHEATROER

SN 2 IEE  GUENE 20N LERIE o200
BUHEA BEEFA  BhAGe  AEESy  WMSRAC  ABHAC




| Easyzh 1SS p24 I EHIE

Cat. No. LO1019

P ats R
AT E)AE HiEBERE IR [RiE
EERHISSE, 2R 40-320,000 pg/mL, TR, WOBERSH HERIE
30935 DU ERRISH g

IEIESE

o FREERRZE o RIRfERE RIFIME
LO1019% R FE L E
107 5 SHfEREasy Kit
10°+
A, B

10° 4

pijil

3~45h
10 100 1000 10,000 100,000
p24 (pgimL)
Easy SRAGKNSBEIE40-320,000 pg/mL, R2 > 0.99999 Easy FUBIRIGN, BIEER, Bk
R . B
WH SRR ISR WHE R E LR
~®-320 ng/mL 820 ng/mL
—8—1ng/mL ~—0.04 ng/mL
Hm EigE SERRUE
ﬁg (ng/mL) (ng/mL) ov% % ::x R
R 5 4.68 2% 6% B e — —F¢—*
R T
RER2 0.5 0.45 2% ~11% @
3 2.5 2.2 1% —12% o %
R4 05 0.45 4% -10% = %
HR5 1.5 1.35 5% -10% 200
6 0.5 0.47 9% -7% o%
1% 2% ax% % 5%
AR

Easy SIGNEIRERES Easy ST 5IUKRE, IMAIREMERIE



| it REEMULVIEE P30 it RIE

Cat. No. LO1041

THAMULY (BEMFERS) Kkit, RAXOELSALE, BEFSMEENROERPI0EE, EREEMULVIIIEHE.

(=N
[T E 5
EaieEl (=5l =R =EER
EERTER ST L92/)\a 80%-120%= IR A7E2-8°C MERENF
SERE
A sle,
g‘_‘ﬂIEﬁ;E
o Xttt tEEFEmE N o =mAtb— AEEFERNE
St SRRCIEREARNNIR4ENERIL S SRMCTEHEARNR SR
—o—BRC —o— WK
e o B HTH =T MC
320% 296%
ﬁ 280%
B 2a0%
B 200%
£ 1e0%
E 120%
& so%
o 100% 929% 95%
0% i 2 3 4 5 6 7 8 9 10
A ®-A ®=R #nE BHARS
peieid
MEREAERLET, SEHRNIESERCH BIIE—REAET TR, TERBREESIT, FRSFHITESERIATNE, SINBENENAN
HRANEENERRERGSE—SRMNEIE, ERIIOMEARMTIUIA -

EHERIAREA10MERRICVIZNTF20%.



o RmXItt- REHER

SEHARRERRIRF SRR RRCAREHORIAF SATERZERI L
—=&— Standard Curve of Batch 1 189 —=— Standard Curve of Batch 1
S0 —@— Standard Curve of Batch 2 1.6 —@— Standard Curve of Batch 2 /’
254 1.4
£ 20 1.2
2 E 1.0
8 1.5 £
3_ 2 03
2 1.0+ 8 061
[=}
° 0.5 0.4
0.2
0.0
T J 0.0 T T
0.1 1 10 1 10
MuLV p30 conc. (ng/mL) MuLV p30 conc. (ng/mL)
*EHEREES TR, SRS RMCHBIMNREHORAIRERE—E .
eHXNERN T SE—HiRElsZ, FREILXNINEBIEESNS.
S M O PRS2 Nl ==t =AYa Ay | = 27 3¢, Vo
WALRIF Rt , WERELIR BElER, MRERLRE
Dilution Linearity Assessment of LO1041 Recovery Rate of LO1041 in Different Samples
60000+ e N-fold dilution 140+ )
m 4N-fold dilution 150 e Splke $gmL
50000 == L] Sp!ke 2 ng/mL
o Eandl L) v Spike 0.5 ng/mL
T = F 100{ o 3§ o == -
> 40000 L < —_—
£ E‘ 80
S 30000+ 3 60-
o = o 5 e °
3 200004 & 40-
3
= 10000 20-
0 : . . i . 0 T T T T T
» g @ ) ) ) @
& & & & S 3 S 9 S R
& r o & & 9’§° ‘b”& 9’& 6"4\ %"&

ER—HALE, FRBEEHEEFRERNCVIORT
15%, FBZANEHRRELUR ZHARERAIZN)N .

FERRERIREFAFRNERNTEIRENMULY p30tREm,
BFFARFMULY p30IMREMEFZEE80%-120% 28] .

SRR WEEEE, RIEEE—EIE

Intra-assay and Inter-assay Precision Analysis of LO1041 AT (n=10) HEIAHT (n=30)
MuLV P30
6- RE(ng/mL)
FIINERE cv IESRE cv EM&&-
"ET 4 agn i e (ng/mL) (ng/mL)
E 2 i -
8 o067 @ B8
g 0.44 ——
= 0.2 2 191 3 96 1.85 4 93
0.04— T T T T
’(‘\ “% ’("5 ’(‘\ ‘:» ‘\W ‘("5
& & & & & & & & & 05 0.44 1 88 043 4 86
Sample 1 Sample 2 Sample 3
*ERAEHRAAFIZUEAREIREK ISR, BMERASEERNN0R
ZRFIERIACVEREH4.61%, HEICVERENA17%, RIBIZXAFISHMENEREERIFHHIA .. HtE—2E,



| smisRAAY BERESENNE

Cat. No. LO1035

FEMBRFEHES (AAV ) RITRIELISAKEIINN S, ERREEEAFAAV B AIEHEEMA AR

%

it
Or

BEZMAAVILSEEERT
MiBEELEIRERIRFAAV1/2/5/6/8/9

IR R
FHEWLE L MBERLHIE

R RHAAV2IRER, SEIREFRIVLP ( Virus-like particle )

*HitMERARER, HRIRCSERRIREE

IEEEURE
o FRAERILE

o ZIMiBEAIERGN

AAVX Standard Curve
2.5 B AAVI
]
A
. 204 v
E *
= 4
% 15
E
=
> 1.0
a
Q
054
0.0 4
e ] T - W T T ' . ey
1E8 1E9 1E10
AAV (Capsids/mL)

Concordance Analysis of AAVX Multiple Serotypes ELISA Kit
with Single Serotype ELISA Kit

1.00E414

8426412 ¢ 4c
1.006+13 6348412 434812

309412 3576012 3276412 papap 347E12

1.00E+12

2456411 2516411

1.00E+11

Capsids/mL

1.00E+10

1.00E409

1.00E+08

AAv2 AAvS AAVe Aavs [\

DIAAV Single Serotype ELISAKit [ AAVX Multiple Serotypes ELISA Kit

. Wi)E_(Capsids/mD)

FAmR TR ErsAR A R ARVXELSATUTTE Mo
AAV2 3.09E+12 2.57E+12 12.95%
AAVS 8.42E+12 6.34E412 19.94%
AAVE 2.45E+11 2.51E+11 1.80%
AAVE 4.34E+12 3.27E+12 19.85%
AAVY 2.74E+12 3.47E+12 16.81%

AEAAVIMEE R ERES AR ERZ .

AAVX ELISAIF 25 AR R IMBEELISAIL I SRS R
—H.



» AAV2.7m8 i&NiEH

o ERES

Comparative Analysis of AAV2 and AAV2.7m8 Detection
Using Different Assay Kits

100641
129013 1236033
- 1096413 41
. P o saen saen _ o _
: ! - o
! ! 1 \ | 1
! 1 \ \ 1
|, 1oeaz [N I Lo -,
g |
< A ! 1 \ | 1 b2see1
3 ! | |1 2assuzeed]
z - |
§ (- o
1006411 [ I I
I | 1
1
| (- o
1
| Mot Dot 1 I Net |
'Detected Petected ected |
1006420 L i
Sample 1 Sample 2 Sample 3 Control Sample
AAV2.7m8 AAV2.7m8 AAV2.7m8 AAV2

DAAV2Titer Capsid ELISAKit [ AAVX Titer Capsid ELISA Kit - Multiple Serotypes B AAV2 Titration ELISA Kit
(Genscript, L00942) (Genscript, L01035) (Competitor A)

Recovery Analysis of Three Batches of
AAVX Multiple Serotypes ELISA Kit

]
Q
X

g
8

g

Recovery rate
§

§

20% A

0%

Rep 1 | Rep 2 | Rep 3 Rep 1 | Rep 2 | Rep 3 Rep 1 | Rep 2 | Rep 3

Batch 1 Batch 2 Batch 3

- AAV2.7m8iEE: AAVX ELISA (LO1035) & AAV2 ELISA

(LOO9A2) XIS ERENESE—H.
o ERIE AAV2.7m8

o WRRGME

Dilution Linearity Assessment of AAVX
Multiple Serotypes ELISA Kit

1.00E+12 BN-fold dilution
O 2N-fold dilution
D4N-fold dilution
asseas 2781 273801
2iea1 20841 20m1s et
o064 rosean MM Gy ggario LOEAL sgzentn
g
2
2
§
L00E10
1006409
Sample A Sample B Sample C Sample D
*SBMAEHEARD BIEEINMEREEL, HTL01035IFIRRIFRERLEM DT

LOT035IXFISHREMMREM S, HANKH TSR ERIN.

ER=HORLO103SKNIBERFEA, [EINERII#E80%-120% o




HBxX~miE

s

Y EPSESS
(AAV)

RZF3 FERRE RS
AAV?2 Antibody (12C10), mAb, Mouse A02091
Anti-AAV?2 (intact particle) Antibody (2C4), mAb, Mouse A02159
Anti-AAV?2 (intact particle) Antibody (2C4) [Biotin], mAb, Mouse A02160
MonoRab™ AAV?2 (intact particle) Antibody (15G4), mAb, Rabbit A02202
NITSEE MonoRab™ AAV?2 (intact particle) Antibody (33G5), mAb, Rabbit A02203
MonoRab™ AAVS (intact particle) Antibody (75F2), mAb, Rabbit A02204
MonoRab™ AAVS (intact particle) Antibody (72E8), mAb, Rabbit A02205
MonoRab™ AAVX VP1/VP2/VP3 Antibody (5G4), mAb, Rabbit A02206
MonoRab™ AAVX VP1 Antibody (24F5), mAb, Rabbit A02207
AAV?2 Titer Capsid ELISA Kit LO0942
AAVX Titer Capsid ELISA Kit - Multiple Serotypes LO1035
LSBT AAVS5 Titer Capsid ELISA Kit LO1049
AAVG6 Titer Capsid ELISA Kit LO1050
AAVS Titer Capsid ELISA Kit LO1051
AAV9 Titer Capsid ELISA Kit L01052
TZrRBN VHH Affinity Ligand ELISA kit L01033

10



| HistREELISAR IS

Cat. No. LO0436 / Cat. No. LO1010

ZR RSB st ERRNBIAEXRIFE TR,

HistR&SELISME NI FIZEE T ZRMELISAIEL, BHisirER

B (MW.12.7 kD) FRFEEEHETHAR, IMABFNRERNIHIsEERNERIAER, SBHEINHIsIIEERRFLEGHIs

IRERATUF, Bk, 2

BfEFR, THEPRINEIGEIE LIRS AY/ERE .

ELEOILMCNIHIstrE ERNFRARFEEHISIEER . ZAFZRIHRHHISIRE R

e THisTEE ) ( P

)

REMERFENRERRITFEE

)

[l e T

v

v

v

HNEEESE: 1ng/ml-729 ng/ml

RYES: a1 ng/ml HistrEER (W1ER)

ZIEEME: N/CimHistriSEH, REEZHFEZFEARTN

Hexa-His (6 x His). Penta-Hisl A Tetra-Histr&EH

EE: SBRNEIATEIEF, 1.5)\IIRIaEREME(E

ERME: SRTHE. BE. WM RIS DEEE
REZHRES

OD 450nm

Standard Curve

.;00.0 10'0.5 10'1.0 10'1.5 10'2.0 10'2.5 10'3.0
His Tagged Protein Concentration (ng/ml)

PR g FRiES
His Tag ELISA Detection Kit 1Kit LO0436
His Tag ELISA Detection Kit (384-Well Plate) 384 Tests LO1010
His Tag Antibody Plate (black, 96 wells, nonremovable) 5 plates L00440b
His Tag Antibody Plate (white, 96 wells, nonremovable) 5 plates LO0440w
His Tag Antibody Plate (clear, 8x12 strips) 5 plates LO0440c
Hitir 2480~
1S UREE FERER g FERiRES
GST GST tag ELISA Detection Kit 1kit LOO411
DYKDDDDK Tag Antibody Plate (Black, 96-well) 5 plates LO0455B
Flag DYKDDDDK Tag Antibody Plate (White, 96-well) 5 plates LO0455W
DYKDDDDK Tag Antibody Plate (Clear, 8x12 strip) 5 plates LO0455C

1
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EMETEEENHE

| BSAELISA®FIE

Cat. No. LO0976

SHIRBSA ELISAIFIERAXUAILIE,

~miFs

tREmRA S
EstrfEmR, EmER

IEEEURE
o SRXILL — EHIE

&

BEEREED
ERRBURT, EREEMERT

B

S EEEN TG MBEAER (BSA) ©

aEEM

MRERAZHHSANSEINERND,
REUERIRSHAML

FmXItt — REEANIL

Comparison of Recovery Test Results
Between GenScript Kit and Competitor C
200 -8~ GenScript
T 160 -8~ Competitor C
H
& 120 N O
2
L
3
°
ML
0 T T T T
O o O o
D \o \O \Q
o & & o
K o K S
N . o
sQ\. a'@Q & g,@q
&% &

Comparison of Test Results for Different Samples
Between GenScript Kit and Competitor C

40
~#- GenScript

30 -8~ Competitor C
B
= 20 -
>
(3]

10

0
ON Ow 0'5 0‘ 0" 0e
sQ\ &Q\ &Q\ sQ\ &Q\ &Q\
%° %° i %° %° i

*DRISFAMHEABITRREBSARN, BEASHHLASHRRC LS

T, LAFHREISER.
ERANISEKRER}80% - 120%, HREES.

*EREEIRBSA ELISARIIRF EMFEMC XA D BIMLAERAR, LT

NEREH(CV%).
SHRIENIENRERICVIINT10%, EREIEE.




o RmXItL — Rt

Comparison data of dilution linearity of sample A

—e—GenScript == Competitor C

160%
137%
140%

Comparison data of dilution linearity of sample B

—e—GenScript == Competitor C

s 120% 110% T63% o < 100% 9/ \
£ 100% 2 o
:z‘; 80% 8% 96%. 93% 91% E‘
g 60% g 0%
0% = 40%
20% 20%
0% 0%
40 80 160 320 30 60 120 240
Dilution Factor Dilution Factor
*EFASETIRBSA ELISAISIIEAIBNERC itHI 20 SIS AR ESHm MEEREA, LUTMNEIKEE.
EHRAHIZNR SR SHREEEm,
o BRI o fitesth
8 20 6.5 81% —0—31f —e—100mM NaCl 20mM NacCl
120%
8 10 6.8 83% M
100% g
~— >l
8 1 7.7 96% % 80% —————o—"
8 0.1 85 107% E[‘ 60%
40%
*EREARRINARIRENHAS ( AMBEAER ) , ERIZAFISAEHE. 20%
SHRBSAIIX SIS E RV EREAZHSARZIN . 0%

s

Xt

gl

32 16 8 4 2 1 0.5

BSA (ng/mL)

*FAEHRIGBSA ELISME A= F100mM NaCl, 20mM NaCIFEREAIREAR .

EHRBSARIIIEH SNSRI ERETZ S

© FAIRZINL ( HookZHAL )

» ?3[][?1] o

[N =]
Intra-assay and Inter-assay Precision Analysis of LO0976
3.000 - 25,000
40+ 32
= 2,500 4 30,000

30- . E e e T
~ - S 2.000 -
=5 20 . ol T gl 0
£ e N L © 85,000 40,000
% 104 € 1.500 -
£ 4+ c
< o
& 3 $ 1.000 -

PR a

14 O 0.500 -

S . : - 1 : - . 0.000 ; ; ; . .

o~ O N X o e > O N
0@@ 0—»‘0 0’b\o 0&0 Qé@ 0@@ 00@ 0’@ 0&0 32 25,000 30,000 35,000 40,000
BSA (ng/mL)
Sample 1 Sample 2 Sample 3

BSA ELISAIXFIEHEA . HLEFEZER CV<10%,

LMIEARBSAIRESZE 30,000 ng/mL (30 ug/mL) B A FFHIEHIT

HOOKZSI .

13



| cas9 ELISAIRRIZ

Cat. No. LO1069

e

35

IRBIEET RYES HRES

ANRBIARREE A . FRIZEEY/ M S/ EZ {&Z0.125 ng/ml (0.05 fg/cell), A INEIERIE80%-120%
ENESAICas9 mBEmI2EREE

IEIEE R

= = =3 O3 =
v SRWE o RRIE
Comparison of Sensitivity between GenScript Kit and Detection of Cas9 Variants by Detection of Cas9 proteins from different vendors
Competitor C Kit LO1069 using Cas9 ELISA kits
25 E25
N S
H — nissacass
H
. 2 15 — Nis-espCaso T 45 -~ GenScript
GenScript 0.125 ng/ml 15 ng/ml § — NLs-ospCass LS E -= Competitor |
Competitor C 310 210 —+ Competitor T
0 02 04 06 08 1 12 14 16 ':' 0.5 % 05 : SZ:S::‘;:EVZ
ng/ml ° 2
0.0+ o T
0.1 1 10 1.0 -0.5 0.0 0.5 1.0
Cas9 concentration (ng/mL) Cas9 Log ng/ml

£ HifxCas9 ELISAIKFIZIR BETIE Cas9 ELISA iIfFIEMARRER . FRAXEE/HE/NEREMESIURFRT R

Bmi2fE Cas9 1T8EIRA!

o SRR o TERREIEE

Recovery Rate of LO1069 in Different Samples Dilution Linearity Assessment of LO1069
160 160
E g0 oo £ 420+
i : P—-—
= t\/.\\'/._o/‘\o—-o [ -% Batch 2
E LY ? 807 -~ Batch 1
> >
o o
o 401 S 404
-4 -4
0= T T T T T T T T T 0 T T T T
N v k] 1 ) © A ® LN o o PN q’h'b
Sample Dilution factor
{EFACasOit XIS MIX REICAR-THEA, EIZEIITES0%-120% HERAIMILREEFB Cas9 ELISARAIS MR FARBESIME, LIFHE

ed

FRAERIEFI SR BRI T Z RS

14



| Protein A ELISA iXFI&

Cat.No. LO1043

XS AREProtein AR, EEFIRIRHIFAProtein A ELISAIRKIE, EFURERRENHRIEEBLAEEHE, #Hixe
RN AR RS BB RIProtein A

[aYay

[T L 5]

")

REEE SIREFAmSE RIS ZHProtein AZEELAZ
TEHERER IR NSRRI Lon S IEIERFCESPANN! BERHRBIKA. BEEH. UNE
AT Protein AT%ER

A5 [

Streptavidin-HRP

Biotin-Anti-Protein A
Antibody

Dissociated antibody drugs and Protein A

Protein A ELISA Kit, 2G (GenScript, LO1043)#& IR FEE]

15



oAl

. . Protein A ligand standard Typical assay working ranges
Standard Curve for Different Sources of Protein A
31 MabSelect PrismA (Cytiva) 0.0625 -4 ng/mL
=8- MabSelect PrismA(Cytiva)
g —#= AT proteinA(Bestchrom) AT Protein A (Bestchrom) 0.0625 — 4 ng/mL
§ 24 - MabSelect SuRe(Cytiva)
8 ~¥= UniMab 50HC(NanoMicro) MabSelect SuRe (Cytiva) 0.1-6.4 ng/mL
pt -¥- MabPurix(Srpax)
8 1{ -e rsPA(Repli
3 rSPA(Repligen) UniMab 50HC Protein A (NanoMicro) 0.2 - 12.8 ng/mL
o
0- = . . . MabPurix Protein A (Srpax) 0.05 - 3.2 ng/mL
-1.5 -1.0 -0.5 0.0 0.5 1.0
Conc.Lg (ng/ml) of Protein A rSPA (Repligen) 0.1- 6.4 ng/mL
AEAAVIMEREE N ERIRERZE
o |gGiii= 4R
Spiked to 1 mg/mL Spiked to 10 mg/mL
Recovery rate of LO1043 in human IgG human IgG human IgG
Protein A
= Spiked with 3 ng/ml Protein A (ng/mL)
mm Spiked with 0.5 ng/mL Protein A Measured Recovery Measured Recovery
120+ mm Spiked with 01875 ng/mL Protein A (ng/mL) Rate (ng/mL) Rate
__ 100
é 3 2.795 93% 2.816 94%
o 80
=
©
B
E B 05 0.463 93% 0.453 9%
>
g 4
' 20 0.1875 0.184 98% 0.174 93%
- * = oy I%ZNED S i
1 mg/mL human IgG 10 mg/mL human IgG LO104 3 FIZC AR KR EIgGHE AN HHIProtein Ao

LO1043tE IS ZH A RIgGRER/), HAEIZRTA0%LL L.
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o MRRLRIEE

o HWEALNIEEE

Dilution Linearity Assessment of LO1043

o N-fold dilution
®  2N-fold dilution
2000+ v 4N-fold dilution

1500- L2
10001 .
1601
120- e

g0l b

1.0 =
0.5:|' -
0.0 T

Residual Protein A (ng/mL)

\“v.

N N N
L L L L
go& & q;o@ q;o&

Low Medium High
concentration concentration  concentration

Intra-assay and Inter-assay Precision Analysis
of LO1043

11
06T

Protein A (ng/mL)

0.34

e
=]

X X g Qo O O X X X
9 9 9 9 9 9 O 9 9
& F F F F F F F F

Sample 1

Sample 2 Sample 3

EFALO1043 i SR AR RS RIS
LOT04 315 M EER A SHAHEREEFRIZN

*FI3MILRBILOI0433I3 MR EIREREASIENN0OR, HETRRH(CVY)
LOTO43EME IS ZEECY <10%, HEEZEECV <15%
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| dsRNA ELISA i#IE (EFIW J25iiF)

Cat. No. LO1020

e

I FFELISAE
J2 FUABE SRR, 2R

RIS B B

3 hours

0.123-30 ng/mL

tRiEm

400 bp 1M Y &IBAIdSRNA

S LR R R R ImAIAR R
HRERSEModerna REXAFNKEN T Zift7 &

iR PR

Standard curve with 400 bp m1¥ dsRNA standard
3.0
‘g 2.5

(5
‘ TMB &4 Sl

e «— 1
felR BB =

m

0.01 0.1 1 10 100
dsRNA concentration (ng/ml)

EEiR—H1
*{F3400 bp m1'Y E1HRIdsRNATRERITEL01020
LO10209£&145E R /90.123-30 ng/ml, RBUEH0.123 ng/mL, R?>0.99
SR (J2) Standard curve with 400 bp dsRNA standard

3.5
— 3.0-
c
S 2.5-
= 2.0-
S 151
©
> 1.04
Qa
O 0.5

0.0 T T T g
0.01 0.1 1 10 100

Non-modified dsRNA concentration (ng/ml)
-«

fEERIUA (J2)

96FLEBTRIR *EF400 bpfIEIEidsRNARRERIFEL01020
LO1020A9£E 1455 E/90.094-6 ng/ml, REIEJI0.094 ng/mL, R2>0.99
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= mtEse

o tNRdERE

dsRNA ELISA Kit VS Dot Blot

LO1020

o
—
N
W
»
ul

Inter-assay and Intra-assay CV calculation
with three-batch LO1020

40
LT

A
10 Batch 3

®  Batch2
]: ® Batchl

] oD

ng/m
w oo

0000
oNRD

R

LO1020A4SMEHE 93 h

o TERLIEE

Expected dsRNA Conc.

*F3MLRRILO1020S 3N A EIRERIEAZICI0R, ITEZREE(CV)

LO1020R#ttIEIHE FEZERERICY <10%

Measured dsRNA Conc.

Dilution Factor (ng/mL) (nafmL) Accuracy%
1000 0.738 0.755 1023
100 0.738 0.787 106.6
0.738 0.799 108.3
*{EFALO1020UitE— 1 AR R R EECRI TR R T
LO10201G NS R A SRR EE AT
o ERME
dsRNA Conc. mRNA Conc. Measured dsRNA Conc.
(ng/mL) (ng/mL) (ng/mL) Accuracy%
300 27.79 92.6
30 28.21 94.0
300 0.138 122
30 0115 93.5

*FIRMRE (ULOQ 30 ng/mL #1 LLOQ 0.123 ng/mL ) A£G ARFRINARIEAT mRNA (30 ng/mL #1300 ng/mL) , LUFf# LO1020 F4FRME

LO10204E M SR A ZE BRI




I T7 RNA Polymerase ELISA Kit

Cat. No. LO1110

EaiEs
o[BI ) RYES
V125 h <0.1ng/ml, BFRRAIS~7(F

RBIEr HRES
ANRBIZBANTFRKEITZ RNA Polymerase @ HIRBIT7 RNA Polymerase , #iE VT T EET

R

Standard Curve

o 2.0 LO1110BZ M5B E790.25~32 ng/ml, R2>0.99.

0.0 T T 1
1 10 100
T7 RNA Polymerase concentration (ng/ml)

BEEEE

9 S— —
o HEMRTEE o« RYPES
Comparison of Detection Time: Genscript Kit vs. Competitor Kits Comparison of sensitivity: GenScript Kit vs. Competitor Kits
GenScript IEEEEEE———— 1.25 GenScript " 0.1

Competitor V 2.25 Competitor 1 0.5

Competitor C 3.3 Competitor 2 0.78

Competitor A 3.3 Competitor 3 0.78

0 05 1 15 2 25 3 35 (1] 01 02 03 04 05 06 07 08
Hours Sensitivity (ng/ml)

£ HRI%RT7 RNA Polymerase i fISHNIATEIRE, {X51.25h £ HFIRT7 RNA Polymerase iffISRNIRBERS, 730.1ng/ml

20



o RBIEr

Comparison of Recovery Rates of T7 RNA Polymerase from Recovery Rate Analysis of T7 RNA Polymerase ELISA Kit for
Different Vendors: GenScript Kits vs. Competitor Kits T7 RNA Polymerase from Different Vendors

Vendor HT7 RNA Vendor VT7 RNA Vendor NT7 RNA

Recovery Rate
s 8§ % 8 8
]
1
I
]
]
I S

]
|
1
|
)
[}
|
|
|
|
|
|

Recovery Rate

Vendor N Vendor H Vendor V Vendor Y Vendor K

Ce itor 1 C itor2 = C itor3 il === Recovery Rate

EHIRT7 RNA Polymerase it A ANIRBIARREZRHIT7 RNA Polymerase, BEIZEIIE80%-120%

¢ iR

Comparison of Spike Recovery Rates: GenScript Kit vs. Comparison of Coefficient of Variation: Genscript Kit vs.
Competitor V Kit Competitor V Kit
57.30%

100.00% 89.60%

80.00%
B000% —— g T ———— A —— e

Spike Recovery Rate

Sample 1 Sample 2 Sample 3 Sample 4

Sample 1 Sample 2 Sample 3 Sample 4

0 Competitor V  ==@=GenScript o~ Competitor V. —#=—GenScript

EHIERT7 RNA Polymerase if{IEERES, SREE

o HIRES

Specificity Analysis of GenScript T7 RNA Polymerase ELISA Kit
o 12
;o_: - 97.50% 96.70% os.70% £ HFEET7 RNA Polymerase i FI& HiRBIT7 RNA Polymerase ,
£oe HAELIVT T BB FH
-~ 1 1 1 1
H THRHEE  RoaseIH s Dnase T
o RO o W 0 AR
Type Cat. No. Product Name
01020 Mt dsRNA ELISA Kit (J2 based)
LO1078 het dsRNA ELISA Kit (K1&K2)
dsRNA detection A02181 dsRNA Antibody (J2)
A02182 dsRNA Antibody (K1)
A02184 DNA-RNA Hybrid Antibody (S9.6)
LO0350 ToxinSensor™ Chromogenic LAL Endotoxin Assay Kit
LO0351 ToxinSensor™ Gel Clot Endotoxin Assay Kit
Endotoxin detection LO0856-L00859 ToxinSensor™ Single Tests Kit with Standard
LO0338 ToxinEraser™ Endotoxin Removal Kit
LO1109 et Recombinant Factor C Endotoxin Detection Kit

21



| VHH Affinity Ligand ELISA i#%I&

Cat.No. LO1033

TAEFRERFENFEAEIERAR, MVHH AESERME. SFEND. SHieE. SHEFMNE, BRATIAE.
EARK. B8, AAVERAL, 1A, ThermoFFk HCaptureSelect™ %I, Cytiva FF&H Capto™ AVBFERAF&ihzk
BUAAVREYEE(L . SR, TEAEEAIETZRSFME VHH SRBEREIXE, Rt VHH FHRENXEE
XEE,

GenScript B S HEERELHANt-VHH BTRIETR, BERIFRMEESVHH . GenScriptAl BiZRSIFm, A TERE
FERIVHH Affinity Ligand ELISA kit, JIVHHECERGLBHEMEHTE,

L e

=2

REAXBHET Er=$E—xRKVHHE bEda % irEmR
¢ TXR=
VHHAIZRFIECE BRI = SRIARRIVHHESE, % $2HAAVX Affinity Ligandiz
IEERRTF BRI A ELAANt-VHHE ETE MRS S
AAVX/AAVS/AVB/Kap- i, RIERIFRIHIE—EL
paXP Affinity LigandZs {3
3 154 = =
*ﬁ:ﬂ“@ﬂ IW,m*ﬂ?)Enn
, Anti-VHH Antibody
AAV particles (Detection)
' FREMm g
\ Z03793 AAVX Affinity Ligand Standard 30 L
AAV Affinity Ligand 203794 AVB Affinity Ligand Standard 304l
(VHH)
203795 AAV8 Affinity Ligand Standard 30 uL
Anti-VHH Antibody
(Capture) Z03796 KappaXP Affinity Ligand Standard 30 uL

LARSMAAVAE AR BRHY AAVX Affinity Ligandafl

22



IEEENHE

AAVX Affinity Ligand Standard Curve
e
24
o
0
<
[=]
(o]
14
0 T T T T 1
0.5 1.0 1.5 2.0 2.5 3.0
Lg (pg/mL)

AVB Affinity Ligand Standard Curve
3-
24
=]
(5]
<
(=]
(o]
14
0 T T T T T 1
20 2.5 3.0 3.5 4.0 4.5 5.0
Lg (pg/mL)

fEEFAAVX Affinity Ligand##37L01033k9R L, ETI(EE
FEl: 10-640 pg/mL,

{EFAVB Affinity LigandZZ37L01033/9R iM%, ET(EE
E: 312.5-20,000 pg/mL,

AAVS8 Affinity Ligand Standard Curve
3
24
(=
g
[=]
(o]
14
0 T T 1
1 2 3 4
Lg (pg/mL)

KappaXP Affinity Ligand Standard Curve
3
24
2
Q
(e}
1
0 T T 1
1 2 3 4
Lg (pg/mL)

{EFAAVS Affinity LigandZZ37LO1033R0RERZ, HIIETE
El: 40-2,560 pg/mL,

{EFAKappaXP Affinity LigandZ237L01033R04RERZE, HTIE
JBE: 31.25-2,000 pg/mL,
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Intra-assay and inter-assay precision analysis of VHH Affinity Ligand ELISA Kit
1 —
0.9 ]
0.8 4
0.7 4
£ 0.6 1
c
205 ]
3
© 04 3
0.3 4
0.2 4
0.1 4
0
Batch Batch Batch Batch Batch Batch Batch Batch Batch
1 2 3 1 2 3 1 2 3
Sample 1 Sample 2 Sample 3
*F3MERAILO103BRI 3N A BIREAEAZIGNIONR, HEZRRE(CV).
LO1033A%3tiEIHE FIAEZEEERICV <10% 6
o HIfES
Recovery rate of LO1033 in different AAV samples
140-
- AAV1
. 120deccccccccccccccccccccccccccas = AAV2
X
S —— AAV5
< 1004
= - AAV6
> 80 —~— AAVS
=y
[
3 60+ - AAVO
2
x 40-
20+

640 350
Concentration of AAVX Affinity Ligand (pg/mL)

160 80

40

20

*EFALOVO33 RN T REIMIBELAAVEEARIAA XSER AR AR -
- LOT03345RMIRAIAAVXFEEE, SHMBEEAIAAVER KT T .

+ LO1033k9[EUIZR1I7E80%-120% .
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| Benz-Neburase™ Nuclease ELISA ifFI&

Cat.No. LOO886

THIRERCRERRS ELISA M 2B BN EM RS R RSN MTIETIE PR BEIERRIERR, 2EH
£ BEEAEF . ERMARAT SR RO NI,

EREr
RESMEARE, NBILHINEERAER
Y. MRS LERE

[HEtEs
FTIRBITE AR5 B

IEIEERE

il
B
K
i}

Intra-assay Inter-assay

Sample 1 2 3 1 2 3

20 20 20 36 36 36
Mean(pg/ml) 558.02 28019 13552 57800 28847 139.62
Standard Deviation 1377 8.84 8.04 2973 12.81 877

CV(%) 2 4 6 5 4 6

EHmHFIERE. #PIEEERICY <10%,

o MRS E

Linearity
120
100
g o= CHO lysate
= o293 lysate
@ 80
3 o E.col lysate
&
60
40
1: 2 1: 4 1: 8 1: 16
Sample Dilution

SRR SR ER T SRR AR

RYES

8.40 pg/ml

23 m—
o HEHES
Sample Type Recovery Average(%) Recovery Range(%)

CHO lysate(n=6) 97 92-101
HEK 293 lysate(n=6) 95 90-101
E. coli lysate(n=6) 93 86-100

EHIRXTIEME . #PEEERICY <10%,

o [iBHS

s [eS(n=6) High Concentration Low Concentration
SRS (1000 pg/m) (62.5 pg/mi)
99 95

Average(%)

Benz-Neburase™ GMP,
His-tag

Range(%) 95-105 89-101
Average(%) 89 91
Benz-Neburase™ GMP,
[2dates Range(%) 88-89 90-92
Average(%) 114 13
Competing product A
Range(%) 112-115 96-124

EHRITHSIRAIEE RAKERES .
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EHREYIN 2 BEZBREE Benz-NeburaseBEE S MMM (XWhE, 25, Zeik, K ) AIDNAFIRNA., fEA—
FEELHZERMTIES, Benz-NeburaseBe B RERFmiEHXMREDFRTIMZERSHR, BEXEEMEIELEXE.
EHMREY A NEEISIRHRUOL BIRIBenz-Neburase, BRITFISO13485(KRFICMPAEFSREEIBIEFES, BiH
BECMPREGRRIZOEKRNCMPr=fR, RIRBEEFRA, ERTFHEIEET. BERET . BEARSE~EIRKRED
Hox, FrBRGER R EF=IInTR .

mV
2 Detector A Channel 1 280nm|
50+
25
g g 2
. s s g
T T T T T
5 10 15 20 25 30
min

GenScripti2{itfIBenz-Neburase, ZiFSEC-HPLCIGN, ZEE> 99%,

M 1234 5678

Lane M: DNA Marker

Lane 1: GenScript Benz-Neburase, His +293&XZH
Lane 2: GenScript Benz-Neburase, His +293&[X|H
Lane 3: Competitor +293&F4H

Lane 4: 293EFAH

Lane 5: GenScript Benz-Neburase, His +/FifiiDNA
Lane 6: GenScript Benz-Neburase, His +[Z7DNA
Lane 7: Competitor +[EFIDNA

Lane 8: [EAIDNA

M1 2 3 45 6 7 8

Lane M: DNA marker

Lane 1: GenScript Benz-Neburase, His + £ {{pUC57 Lane 2: Z{4{{pUC57
Lane 3: GenScript Benz-Neburase, His + £[X4H DNA Lane 4: E[E4H DNA
Lane 5: GenScript Benz-Neburase, His + [FifZDNA Lane 6: [FfIDNA

Lane 7: GenScript Benz-Neburase, His + RNAFER Lane 8: RNARER
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effiiriRtSiEt . SREMTIREBMOENEZHR

FRRS
203626
703627
703695
703708
LO0O886
LO0938
LO0974
L0O0942
LO0976
EO0053
703396
EO0050
703092
702799
703376
Z03030
703691

= m

Benz-Neburase, His

Benz-Neburase, His-basic GMP
Benz-Neburase, tag-free
Benz-Nuclease, tag free-basic GMP
Benz-Neburase™ Nuclease ELISA Kit
Lentivirus Titer p24 ELISA Kit
Lentivirus Titer p24 ELISA Kit Pro
AAV?2 Titer Capsid ELISA Kit

BSA ELISA Kit, 2G

DNase |

GenCRISPR™ T7 Endonuclease |
M-MuLV Reverse Transcriptase

3C protease, His, Human

PreScission Protease

Enterokinase (EK), His, Lyophilized, Bovine
TEV Protease, His

SUMO Protease, His

48

10 kU, 100 k

10 kU, 100 k

10 kU, 100 k

10 kU, 100 k

96 Tests

96 Tests

96 Tests

96 Tests

96 Tests

100 U, 200 U, 500 U
250 U, 1250 U
10000 U, 40000 U
100 U, 250 U, 500 U
100 U, 250 U, 5000 U
10 pg, 50 pg, 1mg
1000 U, 10000 U
1000 U, 10000 U

27



APEtF=E

HRINHDZ (P RZRIEAF(ADA Assay) EHMH KT EXEE, BT IHEAMEAERRID M. ABFRERNX
be. SEIRIREEAIPKFIADA Assayit ISR EME, SHF5EF A, BHRSHMNZEMMERTE.

EmiE R
PEAERXUPS: TERTE EEW RERP
REEERERRIE D Bk {KIBFDA. NMPATEHE FIF ST A RIBIE,
AR KIS HEEMA BORIFIRE
AR
SEA5)

CPK— LO0968 Pembrolizumab Pharmacokinetic ELISA Kit >

® Pembrolizumab Standard Curve ® Intra-assay and inter-assay accuracy of the kit

2.5 Intra-assay (n=10) Inter-assay (n=30)

Quality Pembrolizumab

T 20 Control (ng/mL)
< Measured CV Accuracy Measured CV Accuracy
o
D 15 (ng/mL) (ng/mL)
S~
S
2]
X 10 A
° P1 120 102.41 6.92 85.34 105.08 2.65 87.57
2
S 05
a
(@] 00 P2 30 29.58 3.88 98.61 31.00 0.83 10333
. T T 1
1 10 100 1000
Pembrolizumab concentration(ng/mL) P3 15 1664 299 11096 1777 271 11849

FoEERZe: IRE6NMRER, tREZSERE160-2.5 ng/mL HESREE: HIINBEEE<7%, HiEIBEEE<3%
(MRD(Minimum Required Dilution)=1:1008iASRE),
REE: 5ng/mL,
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e Selectivity e Specificity analysis

~ 150 e HQC level B Human IgG4(1600ng/mL)

E 140 7 m LLOQ level - 180

2 430 A ° 4 individual blank matrices é 160 ® Human IgG4(160ng/mL)

5 120 4 2 1w

T 110 A :.."'.'" 2 120

g 1od ... 8 100

o

5 6T o g 80

o u 2

3 4 S 60

= Lo

3 2- | 8 40

R e R L]

S . . . a 0 T I

s 120 5 0 20 160 5

Nominal concentration (ng/mL) Nominal concentration (ng/mL)

Eh R R ERES0%IN120% kR4 ; #I0Human 1gG4 (1600 ng/mL) , Pembrolizumab ZEULOQ
HQC ( Bf&fE ) KFIEFEME: 100%AERENZA MAERR (FE2LR) FLLOQ (EE TR ) KFEMES5.6% ~
ERAEB0.5% ~ 105%, 1BZE0.9% ~6.4%; 13.8%, 1BEE2%~51%;
LLOQ ( EE2 TR ) KFIEZRM: 90% R EREN=HMAER W INHuman IgG4 (160 ng/mL) , PembrolizumabZEULOQH
RYEERREZ95.8% ~ 116.8%, 5% E1.0% ~10.6%; LLOQ/K T #EHf3E89.1% ~ 111.9%, ¥5Z5E0.4% ~0.5% .
FRRBEHZEEMEER: 10N R RERBENZEEMERES
BEEMEFLLOQIES
¢ Hook effect analysis ¢ Dilutional linearity analysis

Absorbance (OD 450/630nm) Dilution Expected Measured
Pembrolizumab Falitgr Pembrolizumab Pembrolizumab 6 Accuracy%
(ng/mL) (ng/mL) (ng/mL)
Duplicate 1 Duplicate 2 Average
1:2,000 75 8.496 0.28 113.28
15,000 5.845 5¥3258) 5.584 6.60
1:1,000 15 17.215 227 114.77
1,500 5.881 5.611 5746 333
1:100 15 15.406 1.21 102.71
750 5.505 5.583 5.544 0.99
1:50 15 15.597 292 103.98

3B TFULOQRIF iR EATERMEAZIIRAL ( BIERSIRE BE4ANTEIFERL (FRETF ) WinERETHE, £F8R
RS RERYESHE] ) RIS . FRIER, BN REINERIERE102.7% ~114.8%, BEE
0.28%~2.9%,
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( ADA— 00971 Pembrolizumab Immunogenicity Kit (Bridging ELISA) >

e Positive Control Antibodies Screening

¢ Anti-Pembrolizumab Standard Curve

0.6 - 0.10
€ 0.5 c)?
S g
@ 0.4 - 0.09 §
[a)] >
O 0.3 1 2
3 ¢}
S 0.2 - -0.08 U
8 &
2 0411 S
< 3

0.0 T T 0.07

screening confirmatory

2.0
€ 15
c
o
wn
N
o 1.0
=2
p
[a) i
o 05
0.0 T T
1 10 100
Anti-Pembrolizumab antibody concentration (ng/mL)

AR IS AR REUEERAT 20 ng/mL, BESHHIE
HIDERBARITUAER AT LA ERBRIERS BRITUAR , ARYETFIEFNFHIELS
RIEERYESHAME DA S RLEERIBRETERETA .

EHY RENIKER, fnEMLZEES0-0.78 ng/mL
(MRD=1:581A9KE), REUE:1.56 ng/mL,

¢ MRD Analysis of Detection of e Selectivity
Anti-Pembrolizumab in Biological Matrix
- MRD=15 -+ MRD=1:40 ® LQC Level
140 - = MRD=110 —- MRD=1:80 0.20 individual blank matri
4+ MRD=120 @ MRD=1100 048 4 [ ] B individual blank matrices
1207 T 0.6 °
C
100 4 8 0.14 - ..
g %5’ v ¥ 0124 wET——ww -
- | [a] -+ 0000 n
2 80 o .
© < 0.10 [ X}
Y o
g o0 g S —
< L 0.05 - L s
40 3
Q
<
20 . . T . . ! 0.00 } }
0 5 10 1.5 0
Anti-Pembrolizumab antibody concentration (ng/mL) Nominal concentration (ng/mL)

ZMRD=1:507, BAEREHIIFNESERBAFERERR
EHIAIERESE.

30

Bt L N mitn R EL:;

LQC (MR ) KIERME: 87%ARKFEN=EMAERN
BEE02%~85%, [ESENMETHEIRFE;
FTEKFEEL: 87% R ERRNEAMEAERAEEE0.6%
~14.3%, ESERTHFEEFRE.



¢ Hook effect analysis

5 7 Anti-
€ Samples Pembrolizumab
> 6
< 5
g
e 4
3
N3
S P1 50 4927
Qo 2 :
[
a‘lz 1
E o P2 75 7.75
50 100 200 400 800 1600 3200 6400
Ant-Pembrolizumab (ng/mL) P3 25 215

427

727

Intra-assay (n=10)

98.54

103.37

85.81

® Intra-assay and inter-assay accuracy of the kit

Inter-assay (n=30)

50.96

8.22

239

BEEANti- PembrolizumabiREHNHABESEAS, SKE HNSHEEE: HABEE<8%, HEHBEEE <%

HAESEYETIFHSAESE, BESERBHID
FASR, EUHRETER, RBHMHOOKRN .

4.7

8.07

{ng/mL) Measured | CV | Accuracy | Measured | CV | Accuracy
(ng/mL) % % (ng/mL) % %
326 351

102.07

110.32

95.40

PR FEREM FRRS
Pembrolizumab Pharmacokinetic ELISA Kit LO0968
Bevacizumab Pharmacokinetic ELISA Kit LO0969

Pharmacokinetic Trastuzumab Pharmacokinetic ELISA Kit LO0970

ELISA Kit L X
Pertuzumab Pharmacokinetic ELISA Kit LO0978
Dxd ADC Pharmacokinetic ELISA Kit L00972
MMAE ADC Pharmacokinetic ELISA Kit L00991
Pembrolizumab Immunogenicity Kit (Bridging ELISA) L00971

Immunogenicity Kit . L

(Bridging ELISA) Pertuzumab Immunogenicity Kit (Bridging ELISA) L00979
Trastuzumab Immunogenicity Kit (Bridging ELISA) L01007
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GenBuilder™ DNA Assembly

Mechanism of action

GenBuilder S BERER AR EIMIHE AN —INSHEREERA, SHABRFBRREiRINEARRSBERER

F5, TEGenBuilder Master Mix{EF T~ aXIRIEIRESN, 1HZEEHEIR . GenBuiler FIiZEChRAIGenBuilder Plus 2

HRENEIFEALRA, BEESUCHRZIERNREBINRE, REXHBRINSEEENTFHEEM™GR. GenBuilder &
TEEIESER TR IESEINSl, MBI TR R TR R L EE L,

[l -t ==
BEEE ToEARIR S
h SBER 5 minsSEES SRR A
FoBstI s PR ZREBiEE

LRSI A B AR BEIBTRRGER 120 Fr ERADIE RS

@ TSR AL HIDNA R £

REREE
15 bp

RIS, TIEEMAER  TemsP -

PCR F"WJ + Any vector

|

GenBuilder Master Mix, PCR =4,

T ecombine
TR, BER. H vestor 0

50°C, 15 min |
e
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IEIEERE

TR B P e B PR SRR LY

m GenBuilder Plus W 3E@N w3&s

0.01 pmol 0.02 pmol

100.00%

80.00%

60.00%

40.00%

Positive rate

20.00%

0.00%

0.1 pmol 0.2 pmol

Each DNA fragment concentration

A EOverlap lengthF=4ESEFEFAMEZRITEL

m GenBuilder Plus W 3@N &3S

15bp 25bp 30bp 40bp

100.00%

80.00%

60.00%

40.00%

positive rate

20.00%

0.00%

Overlap length

FEREENES, FEERKRET, GenBuilder PlushIBRESR
MF=maAHE,

T RS T SR E A SRR

m GenBuilder Plus mESN w &S

100.00%
80.00%
]
£ 60.00%
g
2
Z 4000%
o
Q
20.00% I I
0.00%
6%0.6 kb 8x0.6 kb 10x0.6 kb 12x0.6 kb
ENE =

EEREISEM, AEFEBETT, GenBuilder PlusfyfRME=RY
hF=RintFIE,

~mylR

BRI S, AREOverlap length ™, GenBuilder PlusffH
MERTFERENRAE.

FEmATR g BRS
GenBuilder Cloning Kit 50 reactions LO0701-50
GenBuilder Plus Cloning Kit 50 reactions LO0744-50
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#olk: T ERRTIITRIF EES

mgik. www.genscript.com.cn

HB5E: product@genscript.cQ

EiE. 400-0258686 4 58
E5HiFE: 400-025-868




