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ELISA {& ik FI=

FEEMHZIMESERERST (COT) 9E, MHmREMZEMNERAETE, SY. TEARSHRESEXLT
ERTIRORHEE, BENRIEENTAZXEE ., SiinEiRE—FRY ELSA KR, BEFMEAER (BSA).
Protein A, WERFHERN™mR, LUNRBTRNRSHAMIEREN M, BWHEMEDSE IS ETHEZIIRSE
FHIRE, (RISESYIFAA

miFs

=2

BEZMEN~=m SnAdiEE AP mitaE Bt
HE B RN Rt =LAt a) SREZENERE, 52 KBRS, FERIINE
SR ELISA 1) £ 2.5-3/7\BF ENeEEN
PR
\
SgPnnog « BREAORRHE

M » B RMHFIE (Bridging ELISA)

\
. g - P24 MEKKIE . MuLV S8EE p30 IIEXE. AAV BEXRSERIRIE

IR « His #7%5 ELISA #&IiERI &

\

- BSA ELISA ®ilif K& . Protein A ELSIA iiERIE . WEEGNRERIXNE
T Z5%ERE « Benz-Neburase™ Nuclease ELISA Kit. Double-stranded RNA (dsRNA) ELISA Kit (J2 based)
« VHH Affinity Ligand ELISA kit. Cas9 ELISA #&IifI&




e EEENNHE

| 1E5mSEE p24 BNLXHIE

IBRBHAST HIV-1 {TERIERSHAE, BBITNEAEAPH p24 ERNMETYIEEEAEN o
SHRHEL =ISRSHE p24 ELISARIIHAR, LERRBBFRE N EEREFENm.

X antERg
e e s
o— 2 p24 EA (BIEHFSH p24 ER 1@mB AT p24 BEH, S p24 ER (BFEEBN p24 BR
ISR p24 BA) FaiFE p24 EE F2HEATTHI p24 A )

2 ELISA ELISA HERHk
TENSEE 31.25-2,000 pg/mL 31.25-2,000 pg/mL 40-320,000 pg/mL
SRR Bikig Bikig ik

TR & (++) B (+++) & (++)

BEE EE (+++) B (+++) & (++)

et BEE (+++) B (+++) &= (++)
RS 1 /0BT 40 54 1/0\BF 55 954 15 3%h

SIEFER 2.5 /NEF ERIN: 30 s38h

w4 RRZISATRORRE, "+ BERPRENE



ZHFR SRS iEE p24 ELISA 1A FIE

Cat. No. LO0938

[l e

R [T
27249 2.5 N\,
FEEETE 1/ 40 250

IEIEEUR
o FREHL

HHEEEE

31.25-2,000 pg/mL

©

BEES

o SieEM

#hPg CV<10%
#Lig cvV<10%

tritEaRiE M
REtEREE,
P24 TSR

o 1R E)AE

Standard curve as a demonstration

OD Value (450 nm)
B

0 500 1000 1500 2000 2500
P24 (pgim)

A= 26 N A LRt EEIE

0%
RMAH 0 3 6 L] 12 18 26

EHiG L00938 SEMIGUATHKXILL

xas I "
ey

K o 1 2 3 a

5

ZETNHGMSBEE 31.25-2,000 pg/mL,
R2>0.99988

o HIEEERE

ZHBE

BaT . 200 pg/mL

0 500 1000 1500 2000 2500

Inter-assay and Intra-assay CV calculation
with three-batch LO0938

2000
1600 'y
L d ]
_, 1200
E 800 ca® o Batch1
3 = Batch2
3%1‘-‘ 4 Batch3
0
.
¥ \0”
L L L
& & &

ZEFNHHI SR 2.5 h,
—XAJtal 3 s




| Prosk 2SR p24 ELISA KRS

Cat. No. LO0974

[l e T

REES MR EE
BRERIGE p24 BA, HEREEH 224 3/ (FFEAHE 1\ 55 534 )

HE (FIRRBHRFLERRSITFNRARRSRU (47) ) PORINE
ST RESMEEERNFREEEIE p24 MERNHIN

ISEEHE
o BNMEMREES

Detection of free p24 protein F3VES
15007  mmm Detected by LV p24 ELISA kit (Classic) 120%
B Detected by LV p24 ELISA kit (Pro) 100% 100% 99% 99% 94% 94%
3 1000+ 80% 99% 99% 96% 94%
E
g 60%
S
a 5004 40%
20%
04 0%
1 2 3 4 5 6 7 8 9 wAme 1 2 3 4 5 6 7 8 9
Samples with different concentration of p24 protein

Pro X FISTFE p24 EEMIXKBRBZE=90%

© SIEHE

@Pro @Classic

-

3888888

Pro SREEBMSI EIFES p24
Pro SIGMASIRES SEIRMERSIRE—H

p24 (pg/mL)
A

MUUIBREHA: FEENEERDITE p24 EORIANIRRS IR
* p24 NHMERSEAR: BB p24 ERNREIA L ISHESHEARTIER

AN 20 e
RBESA  RHESA




| Easy 2 1SHESTEE p24 BXHIE

Cat. No. LO1019

[l e T

o RIETE )

HHEEEE

SR xR

[F1E

FERHS 15 D8, 40-320,000 pg/mL, THERE, ROEREHR EERNE
27249 30 o4 BB ERREE
AT S
g\_‘LlIEﬁ;E
o tRERRSE o HURERE REIMR
LO1019 tEEHHEL A
1075 SHi¥kEasy Kit
10°4
FEHA B
[
F®C,D,E
10 100 1,000 10,000 100,000
p24 (pg/mL)

Easy 2RH9KMSBEIE 40-320,000 pg/mL, R2>0.99999

. I

Easy FREBHRIGN, #BIFEE, %t

o SiEM

A SRRAMITRIR AR RFRREESE
~#-320 ng/mL  —®—20 ng/mL
—&—1ng/mL ——0.04 ng/mL
HR EieWE SERRIIE 120%
S (ng/mL) (ng/mL) ov% % 100 ~
BRI 5 4.68 2% 6% B —t ——t—1
RS2 0.5 0.45 2% -11% 51 B0% |- oo e e
B3 25 2.2 1% | —12% @ %
HeR4 0.5 0.45 4% -10% £ e
HER5 15 1.35 5% -10% a0
HR6 05 0.47 9% -7% o
% 2% % % %
R
Easy SUaNEIR ERES Easy ;&S 5 KRE, IMAISEMEIRE




| it MuLY B p30 iSTliRRIE

Cat. No. LO1041

EHMuLV (RBMERES ) kit, RAXD ELISATGE, B3R OER p30 &8, ERESE MuLV IEFEE.

miEs

EBRREE [t GRl SRR =183
SERTER LTERBMEHL 2 )\ 80%-120% HIRSIEIERAN BJ7E 2-8°C TMEELTE
B

IEIEERE

o SmXdtl — RN o ZmXJtt — FEFmRNUIE
SR 5RRCEEEARUN4BNERILL SR 5RRCARERNIRERIIL
—o—RMC —o— K
5 o S HTEG =T RC
320% 296%
8 280%
B 2a0%
® 200%
= 160%
B 120%
L
e 100% 92% 95%
0% i 2 3 4 5 6 7 8 9 10
= e %= 50 BARS
LR
EABERSLR T, SFRRTNESERCH IR —EEARRHT TR, CERBRAUESITT, RSN ESERIENE, DRIHENE4N
SHRINEEMNEARNREHRFSE—SRIRNSE. 579 10 MEAEHTIL o

EHHHIAFIEICN 10 MERRY CV I/ F 20%.,



o BmxItl — REH#LX

SRR 2R E R

—&— Standard Curve of Batch 1
—— Standard Curve of Batch 2

0D450 - OD650 nm
e = a8 »
o o o °
I ! ! L

=4
o
!

1 10
MuLV p30 conc. (ng/mL)

8.
G

FRCAREMLRIRFI S REZI L

—=— Standard Curve of Batch 1
—@— Standard Curve of Batch 2

0.0 T T
1 10

MuLV p30 conc. (ng/mL)

HEESEES T, SERTNESRMCH BN RMORARE L —E1E

RN ERI T SE—SRtRERLE, FRAXENSHEESENES.

WALRIE Rt MWERBELIR

o EBEEWER, HEERTRE

Dilution Linearity Assessment of LO1041

60000+ e N-fold dilution
®  4N-fold dilution
. 50000-
E -
£ 40000{ e
£
S 30000
o - —s —eE
> 20000- e .
=]
= 10000-
ol— r . : .
& & & & &
S8 S S s

Recovery Rate of LO1041 in Different Samples

140-
120
100{ o %
- —
80
60-
404
20-

e Spike 4 ng/mL

= Spike 2 ng/mL
axe- .t B_e v SpkeO5ngmL

Recovery (%)

ER—HAL, TRBREHEEIMFRREN CV ORT
15%, FFZAFISRRREUNZHF AR

o BERUHR. WEREE, RIEEE—2t

Intra-assay and Inter-assay Precision Analysis of LO1041

6+
S B
E
2 21 —— i
2 o6
; 0.4- ——
& 0.2
0.0 T T
9 a4 a N a4 &
‘6“ & o & & & & & &
& & & & & & & S
Sample 1 Sample 2 Sample 3

HMERAEHURRFISMA T RIREKFAER, SMEARZESRN 10R

ERBRIGRERATRINBEIFRRIRER MuLV p30 45,
G, ZHEZRTR MULV p30 NIAREIKERISTETE 80%-120% ZiE),

#ADHT (n=10)

HitiESHT (n=30)

MuLV P30
WRE (ng/mL) :
IERE | CV | @ E | Ccv | mE=
(ng/mL) % % (ng/mL) % %
4 391
2 191 3 96 1.85 4 93
@5 0.44 1 88 0.43 4 86

ZIFIERINA CV im0 4.61%, HitiEl CV &mA 4.17%, RIFIZXFZMICVEREERIFAMA. HiE—H1E.




| smEs AAY BEASEORAIE

Cat. No. LO1035

NEMBEEIFAERES (AAV) 1Z1THI ELISA FKHI S,

=1

A3

<

it

EBE=ZH AAV INERLEERT
MEREIFBRIRT AAV1/2/5/6/8/9

*EMIBEARER, BRIRESHIRRIREST

IETE AR
o FRAMLE

ERREEEARRE AAV MERRIFHLEETFARTm.

R RS
ERWES ML MERILHIE

e 2t AAV2 FREm, £EIREFAY VLP (Virus-like particle)

° %JI[L U\ }EHLL/LU

AAVX Standard Curve

2.5+ AAV1

Aodaponm

OD Value (450 nm)

0.5+

0.0

T T 1
1E8 1E9 1E10

AAV (Capsids/mL)

Concordance Analysis of AAVX Multiple Serotypes ELISA Kit
with Single Serotype ELISA Kit

1.00E414

8426412 "
1.00E413 634412 31812

309412 3576012 3276412 pgapy 347EHM2

1.00E+12
2456411 2516411

1.00E+11

Capsids/mL

1.00E+10

1.00E409

1.00E+08

AAv2 AAvS AAVe Aavs AAvY

DIAAV Single Serotype ELISAKit [ AAVX Multiple Serotypes ELISA Kit

Wil (Capsids/ml)

FAmED AL EUSAT % W% AAVK ELSA TR Mitey
AAV2 3.09E+12 2.57E+12 12.95%
AAVS 8.42E412 6.34E+12 19.94%
AAVE 2.45E411 2.51E+11 1.80%
AAVS 4.34E412 3.27E+12 19.85%
AAV9 2.74E412 3.47E+12 16.81%

AE AAV BB RS AOFR L o

AAVX ELISA iIf K& 5SRERIEMER ELISA il FIERE LS
B,




o AAV2.7m8 & MEH

o HERES

100414

1.00E413

1006412

Capsids/mL

1.00E411

1.00E+10

Comparative Analysis of AAV2 and AAV2.7m8 Detection
Using Different Assay Kits

1296413 1236413
=2 L0943 9,971

h 1 aea sasenn -
I ! | | | 1
1
A [ [
1
I [ o
1
) [ [ - -
A ! 1 | | 1 boseeny)
A ! | | | | 2166112166
A ! | | 1 1
1
I [ [
1
I [ [
1
| Not ! Not 1 1Nt |
Detected! petected | petected |
Sample 1 Sample 2 Sample 3 Control Sample
AAV2.7m8 AAV27m8 AAV2.7m8 AAV2

DAAV2Titer Capsid ELISAKit 0 AAVX Titer Capsid ELISA Kit - Multiple Serotypes @ AAV2 Titration ELISA Kit

(Genscript, L00942) (Genscript, L01035) (Competitor A)

Recovery Analysis of Three Batches of
AAVX Multiple Serotypes ELISA Kit

120% { === == e e e e eeeeeeeeeeeaooo

Recovery rate
§

g

2

Rep 1 I Rep 2 I Rep 3 Rep 1 | Rep 2 I Rep 3 Rep 1 | Rep 2 I Rep 3

Batch 1 Batch 2 Batch 3

- AAV2.

(LOO9

7m8 FEERM: AAVX ELISA (LO1035) 71 AAV2 ELISA
42) WHE9ERENESE—H.

o TRITIEET AAV2.7m8

o MRS E

1008412

1008411

Capsids/mL.

1008410

Dilution Linearity Assessment of AAVX
Multiple Serotypes ELISA Kit

BN-fold dilution
@ 2N-fold dilution
4N-fold dilution

258Eaa1 2746411 2736411
221811 248841 230811 =

1osear M o000 ogseao LOSEL sazeo

Sample A Sample B Sample C Sample D

3 3 MREHADBNRE 3 MARREE, UHT LO1035 AIEMIRRRLENED 1
LO1035 i SRR IEMHREMT, HAMRNAZHREHRN.

ER=H#R LO1035 2 WABRIFFA, BRI 80%-120%




HBX~mis

Sl

BRIEXRE
(AAV)

N FEREMm RS
AAV?2 Antibody (12C10), mAb, Mouse A02091
Anti-AAV?2 (intact particle) Antibody (2C4), mAb, Mouse A02159
Anti-AAV?2 (intact particle) Antibody (2C4) [Biotin], mAb, Mouse A02160
MonoRab™ AAV?2 (intact particle) Antibody (15G4), mAb, Rabbit A02202
DiTSEE MonoRab™ AAV?2 (intact particle) Antibody (33G5), mAb, Rabbit A02203
MonoRab™ AAVS (intact particle) Antibody (75F2), mAb, Rabbit A02204
MonoRab™ AAVS (intact particle) Antibody (72E8), mAb, Rabbit A02205
MonoRab™ AAVX VP1/VP2/VP3 Antibody (5G4), mAb, Rabbit A02206
MonoRab™ AAVX VP1 Antibody (24F5), mAb, Rabbit A02207
AAV?2 Titer Capsid ELISA Kit LO0942
AAVX Titer Capsid ELISA Kit - Multiple Serotypes LO1035
St AAVS5 Titer Capsid ELISA Kit LO1049
AAVE6 Titer Capsid ELISA Kit LO1050
AAVS8 Titer Capsid ELISA Kit LO1051
AAV9 Titer Capsid ELISA Kit LO1052
T 258t VHH Affinity Ligand ELISA kit LO1033

10



| His 172 ELISA #&liXFI=

Cat. No. LO0436 / Cat. No. LO1010
ZIRXFIEEE His S EORNTEREIEIRIFIE K, His i75 ELISA RIS ETF =M ELISA XL, ¥ His iR
LEH (MW.12.7 kD) FR5cE BT AR, IIABELIRER His X ERNERIEER, STEEN His IFSE0=S

5 His irEERANE, Bk, EBFLRILUEGT His i ERNFRIASHES His inSER . ZRAKIZENRE
# His i EAEFER, IHEFRINEBISIEISOIDRA 20 ERIE .

= aaM e

(. wwwswzma ) ( messsssn )
C AEMEL TR TR )
(===
anngl;q_"rl_:-,‘ Standard Curve
2.0
> HEMSEEE: 1ng/mL-729 ng/mL
. N R — 1.5+
> REES: AN 1 ng/mL His ir8ER (1ER) €
c
> SIEEME: N/C B His FREEEE, SREIEUZESRIZRARAN 2 101
Hexa-His (6xHis). Penta-His LA Tetra-His #x&&H 8
N . — - 0.54
> (B SERNFREATEIERF, 1.5 \ISBIRTSERE MEIE
> EEME ERATAE. BE. WILMMERE RIS LEse oo
100.0 100.5 101.0 101.5 102.0 102.5 103.0
k=4
REHZS His Tagged Protein Concentration (ng/ml)
FEERETR A FRAS
His Tag ELISA Detection Kit 1Kit LO0O436
His Tag ELISA Detection Kit (384-Well Plate) 384 Tests LO1010
His Tag Antibody Plate (black, 96 wells, non-removable) 5 plates LO0440B
His Tag Antibody Plate (white, 96 wells, non-removable) 5 plates LOO440W
His Tag Antibody Plate (clear, 8 wells x 12 strips) 5 plates LO0440C

BRS8N m

RS FEmRER & RS
GST GST tag ELISA Detection Kit 1kit L0041
DYKDDDDK Tag Antibody Plate (black, 96 wells, non-removable) 5 plates LOO455B
Flag DYKDDDDK Tag Antibody Plate (white, 96 wells, non-removable) 5 plates LOO455W
DYKDDDDK Tag Antibody Plate (clear, 8 wells x 12 strips) 5 plates LO0455C

N



FMEiEEENHE

| BSAELISA®XFIZE

Cat. No. LO0976

EHiR BSA ELISA IfFIZRABI AL, sEsEEEEFmTRI4MBEREH (BSA).

[l 5T

©

trtEmR T 5 BRI =SEREM

EZinEm, EER TRERBYIEIRT, ERERKENT MRERFZS HSA NSEHIMERND, #
Bh=m CREUERISHAM

IEIEEE

o It — EHE o Rt — REFAIR

Comparison of Recovery Test Results Comparison of Test Results for Different Samples
Between GenScript Kit and Competitor C Between GenScript Kit and Competitor C
200 -B GenScript 40 - GenScript
g 160 -~ Competitor C 30 -8 Competitor C
g 120940 N
- -
L
b
M)
0 T T
D 5?. \oI§v \;" \QG"P
o & & &
° N B N
o \.n i \.'v
;,'GQ\ a'@ ¥ < g,@q
*DRIST 2 MEABTRIRE BSA RN, BEASIRIAENEmCEAR *EFAEEG BSA ELISA A A 2R mCIHAE 0 BIE R EEA, LT
BT, DAFNEINEE. MBRFRE (CV%).
SHRIANIERIEILE S 80%-120%, HHREES. SHERAFIENINER CV F 10%, BREMIZE.

12



o RmxJtl — mRRGtt

Comparison data of dilution linearity of sample A
—e—Genscript —e—Competitor C
137%

110%
102%

Comparison data of dilution linearity of sample B

—e—GenScript —e—Competitor C

120%
WW 102% 100%
s

? 100% 96% 2 1::: — —
:z‘; 80% 8% 8% 93% 91% E‘
3 eon g oo
€ 40% & 40%
20% 20%
0% 0%
40 80 160 320 30 60 120 240
Dilution Factor Dilution Factor
“{EEEE BSA ELISA # i SMNZRCXFIE D BN A D BEEMR MERER, LUFNEIKER,
SRS SR SHEREETN.
o SRR s MiSEH
8 81% —o—3f —e—100mM Nacl 20mM Nacl
120%
8 10 68 83% M
100% 0
S v
8 1 77 96% W o — "
8 0.1 85 107% E[‘ 60%
40%
*EHEARFRINARRERN HAS ( AIMLBAER ) , ERZAFEZNESM. 20%
EHiEs BSA I FI SR NS RAERERS HSA 92N, 0%

DD

i

32 16 8 4 2 1 0.5
BSA (ng/mL)

o PIRRIAL ( Hook R8AT )

Intra-assay and Inter-assay Precision Analysis of LO0976

40+

30- .
- 20 . i
£ B i
2 104
< 4
3 3
m . -

2 ape isly A

14

0 T T T T T T T T

NCoOOY Y N Y Y Ny
EAC T S S AT S S M

&F & & & F & & &F F

Sample 1 Sample 2 Sample 3

OD (450nm-650nm)

3.000 - 25,000

32 30,000

[
)
=3
S
L

2.000 -
85,000 40,000

1.500 -

1.000 -

ot

)

o

S
L

0.000 T T T T d
32 25,000 30,000 35,000 40,000

BSA (ng/mL)

BSA ELISA XISt HLIBFEEEERI CV<10%,

LA BSA IRESZE 30,000 ng/mL (30 pug/mL) BFAFFEH
I HOOK R o

* A%l BSA ELISA 4B &Mzl A 100mM NaCl, 20mM NaCl #RRAIHEAR

iR BSA 1RSI NS R ERERZ S AR,

13



| cas9o ELISA ifFI=

Cat. No. LO1069

[l ST

RGBT REPES HIRES

ARBIANEETIR . AREZEEY/HE/ {EZ 0.125 ng/mL (0.05 fg/cell), TRINEIMERTE 80%-120%
BEZEMNESH Cas9 TRBER 2 EREME

ISIEEE
» BROE o RBUET

Comparison of Sensitivity between GenScript Kit and Detection of Cas9 Variants by Detection of Cas9 proteins from different vendors
Competitor C Kit LO1069 using Cas9 ELISA kits
25 E 25
- £
E o
€ 2.0 = NLS-SpCas9 E 20
2 — NLS-SpCassNLS g
g
X 2 15 — Nis-espCaso T 45 e~ GenScript
GenScript w0125 ng/ml 1.5 ng/iml 5 — Niswespcassnts E = Competitor |
¢ torC s 10 2 10 —& Competitor T
s 2 -+ Competitor T-V2
0 02 04 06 08 1 12 14 16 : 0.5 E 0.5 - Competitor K
ng/ml ° a
0.0 T T T T 1
0.1 1 10 ° 1.0 -0.5 0.0 0.5 1.0
Cas9 concentration (ng/mL) Cas9 Log ng/ml

il Cas9 ELISA il 2RI REE B Cas9 ELISA IffIENFRERER . FREE/ME/ NEREMESIURTRE X

ZR12(E Cas9 13gEiR%!

o SEIEE o WRRLHE

Recovery Rate of LO1069 in Different Samples Dilution Linearity Assessment of LO1069
160 160
T e e 2 4204
2 2 b:. — Batch 3
© ‘\/.\\'/.—0/.\0——0 [ % Batch 2
o L E i T T > 801 -8~ Batch 1
S >
o o
o 40 S 404
-4 -4
ot -T—T—1— [) T T T T
N +v b o “ © A L) ) \Q > L) 'b\ h’b
Sample Dilution factor
M Cas9 iIXFIENIRAFE CAR-T #A, EURIIE R 3 MLRSHIEE Cas9 ELISA it &It RERRISEAOREA, LUFMN
80%-120% e

FRSERIEF SR BRI T Z RS

14




| Protein A ELISA iXFIZ

Cat.No. LO1043

GG Protein A R, SHIFHIRHRER Protein A ELISA XS, ZEFARIERENZSEERIENEERE, HHF
BRI AL AR I EBRY Protein A,

miFs

"]

1BREEE SIREFAMNS BRIEAS Z# Protein A Z£BYi071
THHERE T MRS R AR FEMRTE AT ZE 2 /NIT A RIFHRBIRIA . EH. UK
LA Protein A 7%88

i

| |
Streptavidin-HRP TMB
( (J
Biotin-Anti-Protein A *
V/ Antibody Stop
Protein A ELISA Kit, 2G

=
%%\Q//ﬁ‘_»

Protein A

Anti-Protein A Antibody Coated well

Dissociated antibody drugs and Protein A

Protein A ELISA Kit, 2G (GenScript, L0104 3) #&lI R E]

15
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Standard Curve for Different Sources of Protein A

3+
=8 MabSelect PrismA(Cytiva)

g —#- AT proteinA(Bestchrom)
§ 24 - MabSelect SuRe(Cytiva)
a =¥ UniMab 50HC(NanoMicro)
cc? -% MabPurix(Srpax)
Q 11 - rsPA(Repligen)
o
o

04 1

-1.5 -1.0 -0.5 0.0 0.5 1.0
Conc.Lg (ng/ml) of Protein A

TR AAV IMEREENEAIRERLE

* 1gG M=oz

Recovery rate of LO1043 in human IgG

mm Spiked with 3 ng/mL Protein A
mm Spiked with 0.5 ng/mL Protein A
120+ m® Spiked with 0.1875 ng/mL Protein A

g

Recovery rate (%)
3

1 mg/mL human IgG 10 mg/mL human IgG

Protein A ligand standard Typical assay working ranges

MabSelect PrismA (Cytiva) 0.0625-4 ng/mL
AT Protein A (Bestchrom) 0.0625-4 ng/mL
MabSelect SuRe (Cytiva) 0.1-6.4 ng/mL
UniMab 50HC Protein A (NanoMicro) 0.2-12.8 ng/mL
MabPurix Protein A (Srpax) 0.05-3.2 ng/mL
rSPA (Repligen) 0.1-6.4 ng/mL

Spiked to 1 mg/mL Spiked to 10 mg/mL
human IgG human IgG

Protein A

(ng/mL)

Measured Recovery Measured
(ng/mL) Rate (ng/mL)

3 2.795 93% 2.816
0.5 0.463 93% 0.453
0.1875 0.184 98% 0.174

*LO1043 IXFI SR EIRE 19G HEAHAY Protein A,

LO1043 XIS ZHEAH 19G IRER/), HEAREULERRIA 90% LA Lo

Recovery
Rate

94%

91%

93%



o MRRLRIEE

o WEHRIEERE

Dilution Linearity Assessment of LO1043

@ N-fold dilution
= 2N-fold dilution
v 4N-fold dilution

1500 1...
L

Residual Protein A (ng/mL)
-
=2
=

O ¢
=)

Low Medium High
concentration concentration  concentration

Intra-assay and Inter-assay Precision Analysis
of LO1043

44
S I
= —
B 24
e
<
11
£ o067
s ~
& 0.3
—~te W e
0.01— T T T T T T T T
N V) N U] N9
x"‘\ @'(\ & E \é\ \60 l.‘y @(\ &
0% 0’0 0’3 ¢"b Q’b Q‘) o’b 0’6 Q’b
Sample 1 Sample 2 Sample 3

R L0043 Mt R0 BRI A AL RIT TR R
LO1043 S NERAFZHARRER FAIRE .

*F 3 MK L1043 3F 3 NAREIREAVEARZAGN 10 R,
HEERZRH(CV)

LOT043RYI IS ZEE CV<10%, HLIENEERE CV<15%
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| dsRNA ELISA it#I= (EFIN J2 HifK)

Cat. No. LO1020

[l e T

BEEE

0.123-30 ng/mL

W J2 Jfks ELISA %
J2 FUABE SRR, RN

iniEEm

400 bp Tm Y& dsRNA

SR A LURHA R EAR IR ER
*FRERSE Moderna KRXEAFRIKENLIZHTE,

RIS AT 8]

3 hours

[ trEER

Standard curve with 400 bp m1¥ dsRNA standard

3.0+
T 251
S 2.0
o -
. TMB &4 ]
‘§ 1.5-

@ < S 1.0
SRR B RN =
O 0.51

0.04 - r T J
0.01 0.1 1 10 100

dsRNA concentration (ng/ml)

[ilsE e
*{#FH 400 bp m1Y {&1HAIdsRNARR ERIFEL01020

LO1020/Y£145E /9 0.123-30 ng/mL, REUES 0.123 ng/mL, R2>0.99

I (J2) Standard curve with 400 bp dsRNA standard

3.5
= 3.0
£
g 2.5+
= 2.0
S 151
HERIUA (J2) S ol
at
O 0.5
0.0 T T T g
0.01 0.1 1 10 100
Non-modified dsRNA concentration (ng/ml)

96FLEEIRIR *{5F 400 bp BYFEIEHE dsRNA FRERiFf L01020
LO1020 RYZE1IHSEREI /T 0.094-6 ng/mL, REIEF 0.094 ng/mL,
R2>0.99
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= mtERE

o AT ERE

dsRNA ELISA Kit VS Dot Blot

LO1020

Inter-assay and Intra-assay CV calculation
with three-batch LO1020

30
20{ CW»
A Batch3
4 10
€ 6 B Batch2
) ® Batchl
c 3 eoss
0.6
g4] ows
0.0 : r T
2 Q/’l/ 2
¥ A ¥
®<<‘Q O&Q 0((&
& & &

L01020 A9t&iMIAT<H 3 h

o WRRREIEE

*F 3 MIARARY L01020 3 3 M ARENREREARSIG 10 0%,
HETRRH (CV)

LO1020 RYMtIEHt RFEEERI CV<10%

St Expected dsRNA Conc. Measured dsRNA Conc.
Dilution Factor (ng/mL) (ng/mL) Accuracy%
0.738 0.755 102.3
0.738 0.787 106.6
0.738 0.799 108.3
*{§F L01020 Ui B— RN R SRR 1T
LO1020 1 MERF SR RS HAIID
o FRES
dsRNA Conc. mRNA Conc. Measured dsRNA Conc.
(ng/mL) (ng/mL) (ng/mL) Accuracy%
300 27.79 92.6
30 28.21 94.0
300 0.138 1122
30 0.115 935

*FFARRE (ULOQ 30 ng/mL 1 LLOQ 0.123 ng/mL ) BIHEGFIFINAEEAR mRNA (30 ng/mL #1300 ng/mL ) , LARF{# LO1020 AIFES 14

LO1020 t&MERAZEERRIFIN




| 77 RNA Polymerase ELISA Kit

Cat. No. LO1110

[l e

tSiRgiasE
{¥&FE 125 h

IRBIEET

AHRBIZANT R T7 RNA Polymerase

e 2

Standard Curve
4.0+
3.5
3.0
2.5
2.0
1.5
1.0+
0.5

0.0 T T 1
1 10 100

T7 RNA Ploymerase concentration (ng/mL)

m)

OD Value (450 n

ISR
o ISBSIENE

RYES

<0.1ng/mL, BFZmEY 5~7 15

i85l T7 RNA Polymerase, #iEM IVT TEEEFH

BRUS

LO1110 KL HESE I 0.25~32 ng/mL, R2>0.99

Al
&
i
it

Comparison of Detection Time: GenScript Kit vs. Competitor Kits

GenScript I 1.25

Competitor V 2.25
Competitor C 3.3
Competitor A 3.3

Hours

Comparison of sensitivity: GenScript Kit vs. Competitor Kits

GenScript s 0.1
Competitor 1 05
Competitor 2 0.78
Competitor 3 s S e 0.78
0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.3
Sensitivity (ng/ml)

&HfI% T7 RNA Polymerase it FIZEMATIEIRE, XFE 1.25h

20

&HiE T7 RNA Polymerase i XIS NI RSIERS,
73 0.1 ng/mL




Comparison of Recovery Rates of T7 RNA Polymerase from
Different Vendors: GenScript Kits vs. Competitor Kits

s § 88 88
S
==

Vendor HT7 RNA Vendor VT7 RNA Vendor NT7 RNA

Competitor 1 Competitor2 1 Competitor 3 i

Recovery Rate Analysis of T7 RNA Polymerase ELISA Kit for
T7 RNA Polymerase from Different Vendors

100.00%

80.00%

60.00%

Recovery Rate

40.00%

20.00%
Vendor N Vendor H Vendor V Vendor Y Vendor K

—o—Recovery Rate

&HRIR T7 RNA Polymerase IRFIEAYNAIIRBIARR A T7 RNA Polymerase, BEIKZEIITE 80%-120%

o SRR

Comparison of Spike Recovery Rates: GenScript Kit vs.
Competitor V Kit

Spike Recovery Rate

Sample 1 Sample 2 Sample 3 Sample 4

iy Competitor V  ==@==GenScript

Comparison of Coefficient of Variation: GenScript Kit vs.
Competitor V Kit

57.30%

sample 1 Sample 2 Sample 3 sample 4

w=i==Competitor V  ==@==GenScript

&HrES T7 RNA Polymerase iIffISIERES, SRIBE

o HIRES

Specificity Analysis of GenScript T7 RNA Polymerase ELiSA Kit

1.2

-]

5, PR

3 08 100.50% 97.50% 96.70% 95.70%
g o

]

2 o6

£ 04

3

a

g I I I I
=]

o o — — — —

°

2 TR Rnase 3 IR Dnase I

e R w— AR o= IIAR IR

£Hr% T7 RNA Polymerase ifFI&HiH5! T7 RNA Polymerase,

FEfs IvT TEEEFH

Type Cat. No. Product Name
L01020 "t dsRNA ELISA Kit (J2 based)
LO1078 Mt dsRNA ELISA Kit (K1&K2)
dsRNA detection A02181 dsRNA Antibody (J2)
A02182 dsRNA Antibody (K1)
A02184 DNA-RNA Hybrid Antibody (S9.6)
LO0350 ToxinSensor™ Chromogenic LAL Endotoxin Assay Kit
LO0351 ToxinSensor™ Gel Clot Endotoxin Assay Kit
Endotoxin detection L00856-.00859 ToxinSensor™ Single Tests Kit with Standard
LO0O338 ToxinEraser™ Endotoxin Removal Kit
LO1109 het Recombinant Factor C Endotoxin Detection Kit
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| VHH Affinity Ligand ELISA i#tHI=

Cat.No. LO1033

TEF=ERFMAEAEIER, M VHH RESISESM. SN0, GERE. 3EFMNE, BEATFh
K. EERR. B8, AAV ZR9461L, 5Ia0, Thermo FF&H CaptureSelect™ Z7%l, Cytiva FF&H Capto™ AVB F=AT
KFIZETY AAV RO4EL . SAT, FEALROSIEHESTEAE VHH EFIEERSERINEG, EE N4 VHH ZHEE
ALBEXEE,

GenScript B S HEEAYEH Anti-VHH BBTEIETUR, BEISIER LSS VHH, GenScript FIFBIZEIIFR, A TSR
BUERY VHH Affinity Ligand ELISA kit, 73 VHH ELEABXBREMHRE TR,

FmiFs

=2

FEASHET EF=$—K VHH ¥ DR R
¢ i T3=
VHH B9HIEcE HgR M= HARER VHH B &, 12t AAVX Affinity Ligand
BIEREARIRT [FkFHEELR Anti-VHH 28 TEWLZZMGMER S R
AAVX/AAV8/AVB/Kappa i, RIERIFAIHIE—E
XP Affinity Ligand 2§ {3
o1 EEE MEtrEam

Anti-VHH Antibody
AAV particles (Detection)

' gl =4 g
\ 203793 AAVX Affinity Ligand Standard 30 L
AAV Affinity Ligand 703794 AVB Affinity Ligand Standard 30 L
(VHH)
203795 AAVS Affinity Ligand Standard 30 4L
Anti-VHH Antibody
(Capture) 203796 KappaXP Affinity Ligand Standard 30 uL

LIS AAV H#ARHRIEERRY AAVX Affinity Ligand 34

22



SEIE SR

0OD450

34

AAVX Affinity Ligand Standard Curve

0.5

10 15 20 25 30
Lg (pg/mL)

0D450

AVB Affinity Ligand Standard Curve

34

0 T T T T T 1
2.0 25 30 35 40 45 50

Lg (pg/mL)

{85 AAVX Affinity Ligand #37 L01033 f9tRiERIZ, HIE
SBEE: 10-640 pg/mL,

{53 AVB Affinity Ligand #37 LO1033 f9tREERIZ, ETIEE
El: 312.5-20,000 pg/mL,

0D450

AAV8 Affinity Ligand Standard Curve

2 3 4
Lg (pg/mL)

0D450

KappaXP Affinity Ligand Standard Curve

0 r T
1 2 3 4

Lg (pg/mL)

&3 AAVS Affinity Ligand 37 LO1033 B9tRfER%, HTIE
SBE: 40-2,560 pg/mL,

{85 KappaXP Affinity Ligand #2837 LO1033 fUtmfERhZ, ET
{E5BEl: 31.25-2,000 pg/mL,
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Intra-assay and inter-assay precision analysis of VHH Affinity Ligand ELISA Kit
1 -
0.9 ]
0.8 4
0.7 4
£ 0.6 1
<
205 ]
3
© 04 3
0.3 4
0.2 4
0.1 4
0
Batch Batch Batch Batch Batch Batch Batch Batch Batch
1 2 3 1 2 3 1 2 3
Sample 1 Sample 2 Sample 3
*F 3 MIRE L01033 3 3 MFRIREIIRASIGN 10 1R, HEERRE (CV).
LO1033 RUHtLIElit PIAEZEEERY CV <10%,
o ERES
Recovery rate of LO1033 in different AAV samples
140+
- AAVA
. 120deccccccccccccccccccccccccccas = AAV2
5
= 100 —— AAV5
® =
- -+ AAVE
— -~
» W —~— AAVB
[
2 60+ = AAVS
3
x 404
20+

640 350
Concentration of AAVX Affinity Ligand (pg/mL)

160

80

L)

40

20

*EFE LO1033 RN T REIMLEEL AAV #EARHY AAVX SERIECEMRER
- LO1033 $55FHiREI AAVX FEHIEE, SHILBEEE AAV H#ARTIRT T

- LO1033 RIEIKZIF7E 80%-120%
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| Benz-Neburase™ Nuclease ELISA it FIZ&

Cat.No. LOO886

THIRERZERES ELISA I 2R RIEQNMEM RS HANRRANMTIEIETR BB AIERE, 2Rm
£ HmERAEF . BERMARST SR me A el TR,

T}
a0
dh
:r

EmtEr-
RESMEALR, NHIINAEAESR
R, MRS DERE

HEts
BTiRBIAE LB B

e

IEIEEE

s
£

Intra-assay Inter-assay

Sample 1 2 3 1 2 3

20 20 20 36 36 36

Mean(pg/mL) 558.02 280.19 13552 578.00 28847 139.62

Standard Deviation 1377 8.84 8.04 29.73 12.81 8.77

CV(%) 2 4 6 5} 4 6

EHITFISNE . HIPEEER CV<10%,

o TERREMEE

Linearity
120
100
= CHOlysate
£ —_
o293 lysate
)
;’ ——E.coli lysate
o«
60
40
1: 2 1: 4 1: 8 1: 16
Sample Dilution

SHRRH SNSRI ZRR AR,

RYES

8.40 pg/mL

), ==
o ERES
Sample Type Recovery Average(%) Recovery Range(%)

CHO lysate(n=6) 97 92-101
HEK 293 lysate(n=6) 95 90-101
E. coli lysate(n=6) 93 86-100

SHIXFISHE . #PEEER CV<10%.

o gD

Samples(n=6) High Concentration Low Concentration
AR (1000 pg/mL) (62.5 pg/mL)
29 95

A %
Benz-Neburase™ GMP, TEEEE Y

His-tag

Range(%) 95-105 89-101
Average(%) 89 91
Benz-Neburase™ GMP,
tagafee Range(%) 88-89 90-92
Average(%) 14 13
Competing product A
Range(%) 112-115 96-124

SHRHRENRAEE RAMZERES .
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SHIREYR “2REPREE" Benz-Neburase BEiSE ST (Wi, 2HE, LK, PR ) AYDNAFIRNA. {EX
—MERZIRAYIEE, Benz-Neburase BEEXNFRELF M EH EHREAFRTRIRERISE, BXEAMIEMKE.
EHREYMYBEISIRH RUO F5URY Benz-Neburase, B{KIET 1SO13485 (A EH GMP £~5REEENTEF S, 2
SR GMP [REARAMZOERAY GMP 7 m, RISEEEF A, ERTHIRAT . ERGT . RERRSE~FIR
PREUFASS, PR ERak R =1 aThiR o

mV

Detector A Channel 1 280nm|

50+

25+

10.792

S |20.111

25 30
min

GenScript 1219 Benz-Neburase, &3 SEC-HPLC 1&ill], EE=99%.,

M 1234 5678

Lane M: DNA Marker

Lane 1: GenScript Benz-Neburase, His+293 £[X4H
Lane 2: GenScript Benz-Neburase, His+293 E[X|ZH
Lane 3: Competitor+293 EEXEZH

Lane 4: 293 EXH

Lane 5: GenScript Benz-Neburase, His+/5# DNA
Lane 6: GenScript Benz-Neburase, His+[fif DNA
Lane 7: Competitor+/Zifii DNA

Lane 8: [ET#I DNA

M1 2 3 45 6 T 8

Lane M: DNA marker

Lane 1: GenScript Benz-Neburase, His+£2144t pUC57 Lane 2: £t pUCS7
Lane 3: GenScript Benz-Neburase, His+&[X4H DNA Lane 4: E[X4H DNA
Lane 5: GenScript Benz-Neburase, His+[ZifiZ DNA Lane 6: [G2f DNA

Lane 7: GenScript Benz-Neburase, His+RNA 5 EZ Lane 8: RNA FE&
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einiRtEENE . SREMTRSEDENRIZERR

FRRES
703626
703627
703695
Z03708
LOO886
LO0938
LO0974
LO0942
LO0976
EO0053
EO0050
703092
202799
703376
Z03030
703691

=

Benz-Neburase, His

Benz-Neburase, His-basic GMP
Benz-Neburase, tag-free
Benz-Nuclease, tag free-basic GMP
Benz-Neburase™ Nuclease ELISA Kit
Lentivirus Titer p24 ELISA Kit
Lentivirus Titer p24 ELISA Kit Pro
AAV?2 Titer Capsid ELISA Kit

BSA ELISAKit, 2G

DNase |

M-MuLV Reverse Transcriptase
HRV-3C Protease, His Tag
PreScission Protease

Enterokinase (EK), His, Lyophilized, Bovine
TEV Protease, His

SUMO Protease Animal-Free, His

Mg

10 kU, 100 k

10 kU, 100 k

10 kU, 100 k

10 kU, 100 k

96 Tests

96 Tests

96 Tests

96 Tests

96 Tests

100 U, 200 U, 500 U
10,000 U, 40,000 U
100 U, 250 U, 500 U
100 U, 250 U, 5,000 U
10 pg, 50 pg, Tmg
1,000 U, 10,000 U
1,000 U, 10,000 U
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APEHRFIE

HEHZE (PK) FIRERMUFAR (ADA Assay) FEESMHRFEXEE, BTHEAMEERRNIS . REIFI%RE~RN
M. EETIRIEHETAY PKF] ADA Assay IMFIEREMH, SIF5ETA, BHRSHMNIZEMEMENIE.

s
P RUPS: TETE
RO D R AT
P EFREN

L

v G

BT B{ERR
{&i FDA. NMPA 5122 RIF I ARIBHE,
RIFRTSRRIEHL RDRERE
Eoriliong;

CPK— LO0968 Pembrolizumab Pharmacokinetic ELISA Kit >

e Pembrolizumab Standard Curve

25 4

2.0

0.5

OD Value (450/630 nm)

0.0

T T 1
1 10 100 1000

Pembrolizumab concentration(ng/mL)

gL IRE6NRER, fREMZSERE 160-2.5 ng/mL
(MRD(Minimum Required Dilution)=1:100 BIHJIREE),
REYE: 5ng/mL,

28

® Intra-assay and inter-assay accuracy of the kit

Intra-assay (n=10) Inter-assay (n=30)
Pembrolizumab

(ng/mL)

Quality
Control

Measured CV Accuracy Measured CV Accuracy
(ng/mL) (ng/mL)

P1 120 102.41 6.9 85.34 10508 26 87.57
P2 30 29.58 3.88 98.61 31.00 0.83 10333
P3 15 16.64 299 11096 17.77 2.7 118.49

HHNEEEE: HRBEEE<T%, EEEE<3%



e Selectivity

e Specificity analysis

~ 150 e HQC level

% 140 1 = LLOQlevel )

2 130 | ° 4 individual blank matrices

§ 120 4 °

T 110 1 —Sege®

b= i [ 2 )

c 100 °

S 1

g 6 T ]

8 Boon

o 4

2

@©

3 7 :

@

® 04 ookl —

ﬁ T T T

@©

Q 120 5 0
Nominal concentration (ng/mL)

= Human IgG4 (1,600 ng/mL)

5 180

é 160 ® Human IgG4 (160 ng/mL)

(o

£ 140

2 120

o

O 100

el

2 80

©

S 60

(8]

© 40

?

X 20

S I 1

g o T T
20 160 5

Nominal concentration (ng/mL)

EFEL AR ERE 80% 1 120% IAF4;

HQC (S ) KEEEME: 100% RERENZ O MAER
ROAERAE 80.5% ~105%, 1EZRE 0.9% ~6.4%;

LLOQ (EE TR ) KFikZFEME: 90% FEKENEAMAE
JERE/ERAE 95.8% ~ 116.8%, 1EEE 1.0%~10.6%;
FEKFEHNEAMAMER: 10 MERENEAMIERES
EEMETF LLOQ (E2(a

¢ Hook effect analysis

Absorbance (OD 450/630 nm)
Pembrolizumab

(ng/mL)
Duplicate 1 Duplicate 2 Average

15,000 5.845 5828 5.584 6.60
1,500 5.881 5.611 5746 333
750 51505) 5.583 5544 0.99

3BT ULOQ MO RIREROETRIER SR (BIERR
SIS RAIE S ) QSn.

0 Human 1gG4 (1,600 ng/mL), Pembrolizumab 7£ ULOQ
(E2LMR) f1LLOQ (EE TR ) KF/EME 85.6%~
13.8%, FEEE 2%~51%;

700 Human IgG4 (160 ng/mL), Pembrolizumab £ ULOQ 01
LLOQ /KF/HEHIE 89.1% ~ 111.9%, ¥EEE 0.4% ~0.5%.

¢ Dilutional linearity analysis

Dilution Expected Measured
Pembrolizumab Pembrolizumab CV% Accuracy%
Factor
(ng/mL) (ng/mL)

1:2,000 7.5 8.496 0.28 1328
1:1,000 15 17.215 227 14.77

1:100 15 15.406 1.21 102.71

1:50 15 15.597 292 103.98

BT 4 NMARFRELL (FERT ) SIiREmiEiTHE, SFE
RFRIERE, BN BRI ERAERE 102.7% ~114.8%, BEE
0.28%~2.9%.,
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< ADA— LL00971 Pembrolizumab Immunogenicity Kit (Bridging ELISA) )

e Positive Control Antibodies Screening

¢ Anti-Pembrolizumab Standard Curve

Absorbance (OD 450 nm)

0.6 r0.10
0.5
0.4 - 0.09
0.3
0.2 4 - 0.08
0.1 4
0.0 T T 0.07

screening confirmatory

(Wu 0S¥ 4O) @2ueqiosqy

2.0
T 154
c
o
n
NS
s 1.0
3
3
a
(@] 0.5 1
0.0 ———————rrr ————r
1 10 100
Anti-Pembrolizumab antibody concentration (ng/mL)

4 tRRBEE RS IR e REUEE AT 20 ng/mL, BiEIH
IBHIIERR AR AR AT LAE O RIERIBRIFUA, ARIEIHIEAIARIE
HERIEEREREESHTA T S RLEERIBRIEXS BRI .

trErE: IRE 6 MIRER, TNERZSEE 50-0.78 ng/mL

(MRD=1:51ARE ) , REUE: 1.56 ng/mL,

¢ MRD Analysis of Detection of e Selectivity
Anti-Pembrolizumab in Biological Matrix
-~ MRD=1:5 -¥ MRD=1:40 ® LQC Level
140 MRD=1:10 MRD=1:80 0.20 -
: MRD=1:20 ; MRD=1:100 048 4 ) B individual blank matrices
1207 = 016 1 °
S 014 °
100 - —3 S °
8 %:/ ¥ 012 wEe—ww -
< 80 8 + (XYY Y] |
3 S o010 oo
= [
3 60 - e m
< S 005 g
40 2
<
20 T " T T " 1 0.00 } f
0 5 10 1.5 0

Anti-Pembrolizumab antibody concentration (ng/mL)

Nominal concentration (ng/mL)

% MRD=1:5 i}, REEREFIRNHAMESERDEFAHRRR

BRI ANMES(E.

30

ER L AR ES;

LQC (EEE ) KEEFEMY: 87% FAEKENT=OMAERN

BEE 0.2% ~8.5%, (ESEMETImEIGFRE;

TEKFIRENE: 87% FRKRINZ=EMIERBEE 0.6%

~14.3%, (ESERTHERFRE,




e Hook effect analysis ® Intra-assay and inter-assay accuracy of the kit

Intra-assay (n=10) Inter-assay (n=30)

=5 7 Anti-
E 6 Pembrolizumab
S (ng/mL)
< 5 Measured | CV | Accuracy | Measured | CV | Accuracy
3 (ng/mL) | % % (ng/mL) | % %
e 4
g 3
_g 2 P1 50 4927 326 9854 50.96 351  102.07
5o
g 0 P2 75 7.75 427 10337 822 417 11032
50 100 200 400 800 1600 3200 6400
Ant-Pembrolizumab (ng/mL) P3 25 215 727 8581 2.39 807 9540

BE%E Anti- Pembrolizumab iIRERIFSESEAS, Bk EHSBEE: HRBEE<8%, HIEHEEE<I%
EFNMESENSTRHERESE, BESERELN
RIS, EIHRETBER, REHI HOOK XA .

FEmsE PSR FERiES
Pembrolizumab Pharmacokinetic ELISA Kit LO0968
Bevacizumab Pharmacokinetic ELISA Kit LO0969
Pharmacokinetic Trastuzumab Pharmacokinetic ELISA Kit LO0970
ELISA Kt Pertuzumab Pharmacokinetic ELISA Kit LO0978
Dxd ADC Pharmacokinetic ELISA Kit L00972
MMAE ADC Pharmacokinetic ELISA Kit LO0991
Pembrolizumab Immunogenicity Kit (Bridging ELISA) L00971
Lg’;;;?:;;ﬂg% Kit Pertuzumab Immunogenicity Kit (Bridging ELISA) L00979

Trastuzumab Immunogenicity Kit (Bridging ELISA) LO1007
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GenBuilder™ DNA Assembly

Mechanism of action

GenBuilder S LERENAESHHBFTHAN—IESHEEEERA, ERHEBENRERimFIEAERR2BER
F%, 1E GenBuilder Master Mix {fEE T =REHIEREH, MWESEHBEF K. GenBuiler 1= ECHRAY GenBuilder Plus
%&EFE’JH;‘EEEH* “”ﬂ%%‘?ﬂz;—?ﬁﬁ%imﬂ#ﬁﬁﬁﬁ%ﬁ% %B&k#ﬁﬁﬂ’ﬂ&*ﬁl%&%%?ﬁﬁﬂﬁﬂ?&'uo GenBuilder

[l -t ==
BIEREE ToEARR S
h SBERAT 15 minsSpEETI SRR
FoEBHIL PR ZREBEE
RIS BN BN SO 12 A R

@ BT REsK AELAY DNA B

REREE
15 bp
RitE1Y, VIEEMER TP o
PCR F"% + Any vector
GenBuilder Master Mix, PCR =4,
T ecombine
FEFIS I, SR, H Pentiahe
50°C, 15 min

!
2
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IEIEEE

TEMERIREFE TR ERI L

m GenBuilder Plus mESEN wESs

0.01 pmol 0.02 pmol

100.00%

80.00%

60.00%

40.00%

Positive rate

20.00%

0.00%

0.1 pmol 0.2 pmol

Each DNA fragment concentration

<[ Overlap length F=4E ST EPAMEZRITLL

m GenBuilder Plus mEESN ® &S

15bp 25bp 30bp 40bp

100.00%

80.00%

60.00%

40.00%

positive rate

20.00%

0.00%

Overlap length

EERENRYE, REEIRKRET, GenBuilder Plus HIPEMEER
hF=RintFE.

TR R R E PR R

m GenBuilder Plus m3@N ®33Gs

100.00%

80.00%
o
£ 60.00%
2
E 20.00% :
o
Q

20.00% I I

000% - : : -
6x0.6 kb 8x0.6 kb 10%0.6 kb 12%0.6 kb
AE &R

EREGNERYS, TERRET, GenBuilder Plus AIBAMEZERY
RFREAEFIE.

~mylE

EERIMEE S, AE Overlap length =, GenBuilder Plus (9
PR T RS,

PR g BRS
GenBuilder™ Cloning Kit 50 reactions LO0701-50
GenBuilder™ Plus Cloning Kit 50 reactions LO0744-50
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#olik: STHERRHIITRIFERER

pdik: www.genscript.com.cn
MB#E: product@genscript.cq
BiHEE. 400-025-8686
EFEIE: 400-025-86




