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. . Protein A ligand standard Typical assay working ranges
Standard Curve for Different Sources of Protein A
31 MabSelect PrismA (Cytiva) 0.0625-4 ng/mL
=@~ MabSelect PrismA(Cytiva)
g —#- AT proteinA(Bestchrom) AT Protein A (Bestchrom) 0.0625-4 ng/mL
§ 21 -k MabSelect SuRe(Cytiva)
g ~¥- UniMab 50HC{NanoMicro) MabSelect SuRe (Cytiva) 0.1-6.4 ng/mL
ps -¥- MabPurix(Srpax)
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2 rSPA(Repligen) UniMab 50HC Protein A (NanoMicro) 0.2-12.8 ng/mL
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0- = . . . MabPurix Protein A (Srpax) 0.05-3.2 ng/mL
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Conc.Lg (ng/ml) of Protein A rSPA (Repligen) 0.1-6.4 ng/mL
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Spiked to 1 mg/mL Spiked to 10 mg/mL
Recovery rate of LO1043 in human IgG human IgG human IgG
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mm Spiked with 0.5 ng/mL Protein A Measured Recovery Measured Recovery
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Dilution Linearity Assessment of LO1043 Intra-assay and Inter-assay Precision Analysis
of LO1043
o N-fold dilution
= 2N-fold dilution
~. 2000+ v AN-fold dilution
)
E 4
E 1500 J.‘. R * X
< L ad 3 ~ -
c 1000+ S 24
e 160 £
°© L
o 120 ; 5 ‘1‘) 4
— [ 6T
S 8ol v s e W e
% 1.0 = & 0.3
é 0'5:|- . P ™
0.0 r . . T r . 0.0-1— T T T T T T T T
& N Vv S N v N Vv l
@ & @ @ @ & F & & & & & & & &
S & &L 069\ & & & & & & F F & F
d hd i il i @ Sample 1 Sample 2 Sample 3
Low Medium High
concentration concentration  concentration
3 LO1043 M mAY R R R EHCRITER R o *F3 3 MILRAY LO1043 X 3 DNREIREAREARZIEM 10 K,
LO1043 MR SHAREE LM, HRmRECy

LOT043RYI IS ZEE CV<10%, HLIENEERE CV<15%



