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"GenScript is the company that | have entrusted my project with. The delivery of your gene synthesis is on time and the OptimumGene™ technology on your
Gene-on-Demand™ gene synthesis platform has increased my gene expression dramatically. | am very happy with my results and GenScript is always my first
choice for gene services."

— Bin He, Bristol-Myers Squibb, USA

"We repeatedly ordered synthetic genes from GenScript. In any case, the synthesis was exceptionally fast (usually within 7—10 business days), convenient, reliable
and cost-effective. Customer service was exceptionally friendly and even approachable over Christmas vacation. For that reason, we can only recommend this
service to any customer—wherever they may be located."

— Dr. Tilmann Blirckstiimmer, Research Center for Molecular Medicine of the Austrian Academy of Sciences
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Figure 1. The distribution of codon usage frequency along the length of the gene sequence. A CAl of 1.0 is considered to be perfect in the desired expression
organism, and a CAl of > 0.9 is regarded as very good, in terms of high gene expression level.
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» Shao N et al. Curr Genet. Jun 2008; 53(6): 381-388
» Burgess-Brown NA et al. Protein Expr Purif. May 2008; 59(1): 94-102
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