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Story 1. An enzyme allowing an acid-loving bacterium feeding CS,

Many bacteria (e.g. Acidianus) living in volcanic hot wells obtain energy from CS, instead of CO,,.
Scientists from Radboud University Nijmegen (Netherlands) found the unique structure of an enzyme that
allows the microbe to efficiently utilize CS, as the main energy source. GenScript used OptimumGene™

technology to maximize the expression level of the gene in E. coli, making it possible to study the structure

biology of this key enzyme.

(Reference: M. J. Smeulders, et al. Evolution of a new enzyme for carbon disulphide conversion by an
acidothermophilic archaeon. Nature. 2011. 478: 412-416)

Story 2. Lyn protein mediates leukocyte wound attraction

Little is known how immunity cells were activated by wounding signals, such as H,0,. Scientists from
UW-Madison (USA) found that a neutrophil protein, Lyn, serves as a sensor in this process. GenScript
used OptimumGene™ technology to optimize the expression of zebrafish Lyn gene in HEK293 cells,
making it possible to have the protein available in bulk for in vitro assays.

(Reference: S. K. Yoo, et al. Lyn is a redox sensor that mediates leukocyte wound attraction in vivo. Nature.
2011. 480: 109-114)

Story 3. Structures of T4 lysozyme in solution

Proteins undergo structural conformations transitions in solution. Some proteins’ structural conformations
exist only for short periods of time, making them extremely difficult to study. Scientists from University of
Toronto (Canada) established a robust method to model the structures of T4 lysozyme in solution.
GenScript used OptimumGene™ technology to optimize the expression of the T4 lysozyme gene in E. coli,
thereby maximizing the protein production of T4 lysozyme for structural biology study.

(Reference: G. Bouvignies, et al. Solution structure of a minor and transiently formed state of a T4 lysozyme
mutant. Nature. 2011. 477: 111-117)
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"I think GenScript provides absolutely excellent service in a timely fashion. | have primarily used GenScript to order codon optimized
artificial genes. Ordering artificial genes on their website or via Email makes this especially facile because | can simply inquire about a
gene, get a quote and then get a PO number. | also think their technical support are wonderful people, they have been most helpful in
facilitating the process. | am so impressed with them that | have recommended them to several of my colleagues."

— Dr. Maria Schumacher, The University of Texas MD Anderson Cancer Center, USA

“GenScript is the company that | have entrusted my project with. The delivery of your gene synthesis is on time and the OptimumGene™
technology on your Gene-on-Demand™ gene synthesis platform has increased my gene expression dramatically. | am very happy with
my results and GenScript is always my first choice for gene services."

— Dr. Bin He, Bristol-Myers Squibb, USA

"GenScript provides fast, professional protein synthesis services at very reasonable prices. By making it cost-effective to outsource
protein production, GenScript has made it possible for my lab to focus on our own area of expertise and get more research done. The
detailed planning, updates, and reports that GenScript provides all of the quality control that one could ask for. | strongly recommend
GenScript's protein production service.”

— Dr. Barry Bradford, Kansas State University Department of Animal Sciences & Industry
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(BE3#k: Q. Wang, et al. CYP99A3: functional identification of a diterpene oxidase from the momilactone biosynthetic gene cluster in
rice. Plant Journal. 2011. 65: 87-95)
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0.34 0.44 0.35 0.16
0.31 0.13 0.37 0.34
0.28 0.33 0.13 0.25
0.07 0.10 0.15 0.25
0.09 0.16 0.02 0.07
0.19 0.32 0.03 0.13
0.12 0.17 0.15 0.13
0.21 0.08 0.13 0.20
0.09 0.11 0.05 0.07
0.30 0.16 0.62 0.41
0.24 0.16 0.36 0.07
0.24 0.05 0.36 0.19
0.08 0.10 0.07 0.11
0.06 0.05 0.11 0.21
0.19 0.48 0.06 0.20
0.19 0.16 0.04 0.20
0.27 0.54 0.57 0.46
0.73 0.46 0.43 0.54
0.30 0.50 0.58 0.36
0.54 0.32 0.35 0.47
0.16 0.18 0.07 0.17
0.20 0.42 0.25 0.18
0.29 0.23 0.18 0.24
0.17 0.15 0.17 0.12
0.34 0.20 0.40 0.46
0.17 0.29 0.11 0.19
0.21 0.20 0.11 0.22
0.17 0.18 0.15 0.15
0.13 0.09 0.16 0.05
0.14 0.15 0.14 0.15
0.18 0.09 0.33 0.24
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( S. Boycheva, et al. Codon pairs in the genome of Escherichia coli. Bioinformatics. 2003. 19: 987-998) .
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